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Simple Summary: Recently, several molecules have improved the clinical outcome of acute
myeloid leukemia (AML) patients. Despite these recent advances, their prognosis remains poor
and new strategies to improve the standard anthracycline and Ara-C-based chemotherapy are
needed. We recently published that dendrogenin A (DDA), a mammalian cholesterol metabolite with
tumor-suppressor properties, can potentiate the effect of Ara-C to kill AML cells. In this study, we
find that DDA can also potentiate anthracycline against AML. The potentiation of Ara-C by DDA is
due to a switch from a protective autophagy to a deadly autophagy. Regarding anthracyclines, the
potentiation of daunorubicin is caused by the modulation of the efflux by the PgP pump, and that of
idarubicin, to an increase in DNA damage and to the induction of a rapid and lethal autophagy. This
is caused by rapid modulation of AKT/mTOR and JNK activity, two major pathways involved both in
DNA repair and lethal autophagy.

Abstract: Dendrogenin A (DDA), a mammalian cholesterol metabolite with tumor suppressor
properties, has recently been shown to exhibit strong anti-leukemic activity in acute myeloid leukemia
(AML) cells by triggering lethal autophagy. Here, we demonstrated that DDA synergistically enhanced
the toxicity of anthracyclines in AML cells but not in normal hematopoietic cells. Combination index
of DDA treatment with either daunorubicin or idarubicin indicated a strong synergism in KG1a,
KG1 and MV4-11 cell lines. This was confirmed in vivo using immunodeficient mice engrafted with
MOLM-14 cells as well as in a panel of 20 genetically diverse AML patient samples. This effect
was dependent on Liver X Receptor β, a major target of DDA. Furthermore, DDA plus idarubicin
strongly increased p53BP1 expression and the number of DNA strand breaks in alkaline comet assays
as compared to idarubicin alone, whereas DDA alone was non-genotoxic. Mechanistically, DDA
induced JNK phosphorylation and the inhibition of AKT phosphorylation, thereby maximizing DNA
damage induced by idarubicin and decreasing DNA repair. This activated autophagic cell death
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machinery in AML cells. Overall, this study shows that the combination of DDA and idarubicin is
highly promising and supports clinical trials of dendrogenin A in AML patients.

Keywords: AML; LXR; dendrogenin A; DDA; anthracycline; synergy; primary sample; CLDX; DNA
damage; autophagy

1. Introduction

The recently discovered Dendrogenin A (DDA) is the first tumor-suppressor of cholesterol
origin [1,2]. DDA is present in normal mammalian tissues and displays significant preclinical
anticancer activity in several cancers including acute myeloid leukemia (AML) [3,4]. DDA metabolism
is deregulated during oncogenesis, since its levels are dramatically decreased in tumors, and it was not
detected in a panel of solid tumor and AML cell lines [1]. DDA is an inhibitor of cholesterol epoxide
hydrolase (ChEH), the enzyme that catalyzes the hydrolysis of 5,6α- and 5,6β-epoxy-cholesterol
(5,6-ECs) into cholestan-3β,5α,6β-triol (CT) [5]. ChEH activity is carried out by two enzymatic subunits
involved in cholesterol synthesis, namely the 3β-hydroxysterol-∆8,7-isomerase (D8D7I or EBP) and
the 3β-hydroxysterol-∆7-reductase (DHCR7) [6]. We recently showed that DDA selectively triggers
the lethal autophagy of AML cells in vitro and in vivo through a distinctive mechanism that involves
the direct activation of the nuclear receptor transcription factor liver-X-receptor beta (LXRβ) and
the inhibition of the cholesterogenic function of D8D7I [3]. The anti-leukemic activity of DDA was
independent of cytogenetic or molecular AML subtypes and prominent in CD34+CD38−CD123+ AML
cells, indicating a broad potential for this compound in the therapy of AML patients. In this study, we
evaluated the activity of the DDA-anthracycline combination in AML to provide scientific rationale for
future clinical trials.

2. Results

2.1. Daunorubicin Combined with DDA Synergistically Induce AML Cell Death

We first evaluated the cytotoxic activity of the DDA plus daunorubicin combination in AML
cell lines in vitro. Data from the dose-effect analysis were used to calculate the combination index
(CI) using the equation of Chou and Talalay [7]. This assessment of multiple drug effect interactions
indicated a strong synergism between the two drugs in KG1a, KG1 and MV4-11 cell lines (Figure 1A).
We next investigated whether this synergistic effect could be due to the modulation of daunorubicin
efflux upon DDA treatment. For this, we used the KG1a cell line, which displays a very potent drug
efflux through P-glycoprotein (Pgp) activity [8]. Following a 24-hour pretreatment with DDA or
vehicle, KG1a cells were incubated with daunorubicin for 30 min, and its intrinsic fluorescence was
assessed by flow cytometry after an additional 30 min to allow for drug release. Under these conditions,
DDA strongly increased the intracellular retention of daunorubicin in KG1a cells compared to control
(Figure 1B and Figure S1A). In line with this result, Pgp surface expression was downregulated upon
DDA treatment in four primary samples from AML patients (Figure 1C). Both daunorubicin efflux and
inhibition of Pgp expression were no longer observed in KG1 cells in which the major target of DDA,
namely LXRβ, was downregulated by a specific Sh-RNA (Figure 1D,E and Figure S1B). This suggests
that DDA-induced downregulation of PgP expression and activity is LXRβ-dependent. Idarubicin was
observed to be less sensitive to Pgp activity than daunorubicin [9].
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Figure 1. Combined dendrogenin A (DDA) and daunorubicin synergistically induce the death of AML
cells. (A) Combination Index: CI < 0.80 indicates synergy of DDA with daunorubicin in KG1a, KG1,
MV4-11 cells (B) Intra-cellular daunorubicin concentration was quantified by flow cytometry after 24 h
of DDA treatment at 2.5 µM. DATA were represented as % of intra-cellular daunorubicin concentration
relative to vehicle treated cells. Bars are mean ± SD of 3 independent experiments. (C) PgP membrane
expression was measured by flow cytometry after 48 h of DDA treatment at 2.5 µM in four primary
AML sample. Data were represented as % of PgP membrane expression relative to vehicle treated cells.
(D) Intra-cellular daunorubicin concentration was quantified after 24 h of DDA treatment at 2.5 µM in
KG1-shctrl and Kg1-ShLXRβ cells. Data were represented as % of intra-cellular daunorubicin concentration
relative to vehicle treated cells. Points are mean ± SD of 3 independent experiments. (E) PgP membrane
expression was measured after 24 h of DDA treatment at 2.5 µM in KG1Shctrl and KG1-ShLXRβ. Data
were represented as % of PgP membrane expression relative to vehicle treated cells. Bars are mean ± SD of
3 independent experiments. (F) Intra-cellular IDA concentration was quantified by flow cytometry after
24 h of DDA treatment at 2.5 µM. Data were represented as % of intra-cellular idarubicin concentration
relative to vehicle treated cells. Bars are mean ± SD of 3 independent experiments. * p < 0.05.
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2.2. Idarubicin Combined with DDA Synergistically Induce AML Cell Death

Using the same conditions as described above with daunorubicin, the pretreatment of KG1a cells
with DDA did not affect the intracellular concentration of idarubicin (Figure 1F). However, the DDA plus
idarubicin combination was still synergistic in KG1a cells (Figure 2A). DDA also increased the toxicity of
idarubicin in MOLM14 and OCI-AML3 cell lines (Figure 2B,C) and this effect was also LXRβ-dependent
(Figure 2D and Figure S1C). The activity of this drug combination was also addressed in vivo using an
immunodeficient mice model engrafted with MOLM-14 cells subcutaneously or orthotopically via tail
vein injection. Compared to single treatments with DDA or idarubicin alone, the combination significantly
reduced the total tumor cell burden (Figure 2E,F). The cytotoxicity of the DDA plus idarubicin combination
was also assessed in primary samples from 20 AML patients (Table S1; Figure 2G). Cell survival was
reduced by 42% in DDA–idarubicin-treated cells compared to cells treated only with DDA, 50% when
compared to idarubicin-treated cells and 68% when compared to vehicle. DDA–idarubicin cytotoxicity
was observed regardless of the cytogenetic, molecular or chemosensitivity status of the AML samples
(Table 1 and Figure 2H–J). Altogether, these data indicate that DDA increased anthracycline activity at least
in part through a PgP-independent mechanism. Moreover, DDA did not increase idarubicin cytotoxicity
in normal PBMC and lymphocytes in vitro and had no effect on normal murine hematopoiesis in vivo,
indicating a potential favorable benefit/risk ratio (Figure S1D–G).

Table 1. Molecular and cytogenetic characteristics of primary acute myeloid leukemia (AML) cancer
cells from 20 patients.

Samples Karyotype FLT3-ITD FLT3-TKD NPM1 CEBPA IDH1 IDH2 DNMT3A

AML1 46, XY<20> 1 0 1 0 0 0 1

AML2 46, XX<20> 1 0 1 0 0 0 0

AML3 46, XX<20> 0 1 1 0 0 0 0

AML4 46, XX, del(20)(q11q13)<20> 0 0 0 0 0 1 0

AML5 46, XX<20> 0 0 1 0 0 0 1

AML6 46, XX, t(1;16)(010;q10), inv(3)(014q24)<20> ND ND ND ND ND ND ND

AML7 46, XX<20> 1 0 1 0 0 0 1

AML8 46, XY, r(7)<16> ND ND ND ND ND ND ND

AML9 46, XX<20> 1 0 1 0 0 0 0

AML10 46, XX<20> 1 0 0 0 1 1 0

AML11 46, XY<22> 0 1 1 0 0 0 0

AML12 46, XX<20> 1 0 1 0 0 0 1

AML13 46, XY<20> 1 0 0 0 0 0 0

AML14 46,XX,+8<1>/47,der(11)t(1;11)(q24;q24)<1>/
48,sd1,+8<2>/46,XX<7>

0 0 1 0 0 0 0

AML15 46, XY<20> 0 0 1 0 0 0 0

AML16 46, XY<20> 0 0 0 1 0 0 0

AML17 46, XY, inv(16)(p13q22)<10>/46,XY<10> ND ND ND ND ND ND ND

AML18 46, XX<22> 0 0 1 0 0 0 0

AML19 47, XY, inv(16)(p13q22),+22<20> ND ND ND ND ND ND ND

AML20 47, XY, +8, inv(16)(p13q22)<20> ND ND ND ND ND ND ND

2.3. Dendrogenin A Increases DNA Damage Induced by Idarubicin Treatment

Because DDA increases idarubicin cytotoxicity independently of drug efflux, unlike daunorubicin,
we investigated the impact of the DDA plus idarubicin combination on the DNA damage response.
p53BP1 expression, a specific and early marker of DNA double-strand breaks [10,11], was assessed
by immunofluorescence in four primary AML samples treated with DDA, idarubicin or DDA plus
idarubicin. Whereas DDA did not induce p53BP1 expression, the DDA plus idarubicin combination
strongly increased p53BP1 expression as compared to idarubicin alone (Figure 3A,B). To confirm
this result, alkaline comet assays were performed using a new highly reproducible technology to
detect DNA single- and double-strand breaks: the 4D LifetestTM 1.0 developed by 4D lifetec, Cham,
Switzerland. DNA breaks induced by idarubicin were significantly increased by DDA compared to
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idarubicin alone in both primary AML samples (n = 5) and three different cell lines, whereas DDA alone
showed no genotoxic effect (Figure 3C–F). Altogether, these results indicate that the DDA–idarubicin
combination strongly enhances the DNA targeting of anthracyclines.
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Figure 2. Combined DDA and idarubicin synergistically induce the death of AML cells (A) Combination
Index: CI < 0.80 indicates synergy of DDA with idarubicin in KG1a cells. (B,C) Cell death measurement
by Trypan Blue exclusion test on MOLM-14 and OCI-AML3 cells treated for 48 h with DDA (2.5
µM), IDA at 25 nM for MOLM-14 and 50 nM for OCI-AML3 or both DDA and idarubicin at the
same concentration. Bars are mean ± SD of 3 independent experiments. (D) Cell death measurement
by flow cytometry on KG1-ShCTRL and KG1-ShLXRβ treated for 48 h with DDA (5 µM), IDA (50
nM) or both DDA and IDA (5 µM/50 nM). Data were represented as % of survival corresponding to
annexin-V-/7AAD- cells relative to total cells. Bars are mean ± SD of 3 independent experiments. (E)
Total tumor burden of MOLM14 orthotopically xenografted NSG mice were treated with DDA (20
mg/kg/day by i.p injection) or IDA (0.15 mg/kg/day every two days for 5 days by i.v injection) or both
DDA and IDA or vehicle control. MOLM-14 leukemic cell burden in bone marrow and spleen was
measured by flow cytometry using human anti-CD45, anti-CD45.1 and human anti-CD33 antibodies.
(F) Tumor volume curve of MOLM14 xenografts (n= 15 per group) in NOD/SCID mice treated with
DDA (20 mg/kg/day by i.p injection) or IDA (0.25 mg/kg/day every two days for 5 days by i.v injection)
or both DDA and IDA or vehicle control. G-J) Samples from AML patients (n = 20) were treated with
DDA (2.5 µM) or IDA (10 nM) or both DDA and IDA (2.5/10 nM) or vehicle for 48 h. Cell death was
assessed in the leukemic bulk (CD45+) using annexinV/7AAD staining. Data were represented as %
of survival corresponding to annexin-V-/7AAD- cells relative to total cells for all AML patients (G)
or relative to their prognostic risk category (Low (LR), intermediate (IR), and high risks (HR)) (H) or
according to FLT3-ITD (I) or NPM1 status (J). * p < 0.05, ** p < 0.01 and *** p < 0.001, **** p < 0.0001.



Cancers 2020, 12, 2933 6 of 14

Cancers 2020, 12, x  6 of 15 

 

2.3. Dendrogenin A Increases DNA Damage Induced by Idarubicin Treatment 

Because DDA increases idarubicin cytotoxicity independently of drug efflux, unlike 

daunorubicin, we investigated the impact of the DDA plus idarubicin combination on the DNA 

damage response. p53BP1 expression, a specific and early marker of DNA double-strand breaks 

[10,11], was assessed by immunofluorescence in four primary AML samples treated with DDA, 

idarubicin or DDA plus idarubicin. Whereas DDA did not induce p53BP1 expression, the DDA plus 

idarubicin combination strongly increased p53BP1 expression as compared to idarubicin alone 

(Figure 3A,B). To confirm this result, alkaline comet assays were performed using a new highly 

reproducible technology to detect DNA single- and double-strand breaks: the 4D LifetestTM 1.0 

developed by 4D lifetec, Cham, Switzerland. DNA breaks induced by idarubicin were significantly 

increased by DDA compared to idarubicin alone in both primary AML samples (n = 5) and three 

different cell lines, whereas DDA alone showed no genotoxic effect (Figure 3C–F). Altogether, these 

results indicate that the DDA–idarubicin combination strongly enhances the DNA targeting of 

anthracyclines.  

 

 

Figure 3. DDA potentiates DNA damage due to idarubicin (A) Sample of AML patients (n = 4) were 

treated with DDA (2.5 µM) or IDA (10 nM) or both DDA and IDA (2.5/10 nM) or vehicle for 15 h and 

then analyzed in immunofluorescence. Data were represented as mean of p53BP1 spots per nuclei. 

(B) Representative images of primary AML cells. Nuclei are represented in blue and p53BP1 appear 

in red. (C) Sample of AML patients (n = 5) were treated with DDA (2.5 µM) or IDA (10 nM) or both 

DDA and IDA (2.5/10 nM) or vehicle for 15 h and then a standardize comet assay was performed. 

Figure 3. DDA potentiates DNA damage due to idarubicin (A) Sample of AML patients (n = 4) were
treated with DDA (2.5 µM) or IDA (10 nM) or both DDA and IDA (2.5/10 nM) or vehicle for 15 h and
then analyzed in immunofluorescence. Data were represented as mean of p53BP1 spots per nuclei. (B)
Representative images of primary AML cells. Nuclei are represented in blue and p53BP1 appear in red.
(C) Sample of AML patients (n = 5) were treated with DDA (2.5 µM) or IDA (10 nM) or both DDA and
IDA (2.5/10 nM) or vehicle for 15 h and then a standardize comet assay was performed. Data were
represented as mean % of DNA in tail in cells relative to the vehicle-treated cells. (D–F) AML cell lines
(MOLM14, OCI-AML3 and KG1a) were treated with vehicle, DDA (2.5 µM or 5 µM) or IDA at increase
concentration or both DDA and IDA for 15 h and then a standardized comet assay was performed.
Data were represented as % mean of DNA in tail in cells. Spots represent the % of DNA in tail in one
single cell of 3 independent experiments. * p < 0.05, ** p < 0.01 and *** p < 0.001, **** p < 0.0001.

2.4. DDA–Idarubicin-Induced Cell Death is Mediated by Autophagy

To investigate whether other mechanisms could be involved in the DDA–idarubicin synergy,
we sought to determine which type of cell death mechanism is activated following the combination
treatment. We first treated KG1a and OCI-AML3 cell lines with a caspase inhibitor (Z-VAD-FMK) before
DDA–idarubicin treatment. Z-VAD-FMK had no effect on cell death induced by this combination,
suggesting that the synergism between DDA and idarubicin is not dependent on an apoptotic
mechanism (Figure 4A).
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Figure 4. Implication of autophagy after DDA–idarubicin (IDA) treatment (A) Cell death measurement
by Trypan Blue exclusion test after caspase inhibition on KG1a and OCI-AML3 cells treated for 48 h
with DDA, IDA or both DDA and IDA in the presence or absence of ZVAD-FMK (40 µM). Bars are
mean ± SD of 3 independent experiments. (B) Representative images of primary AML cells stained
with May Grumwald Giemsa after treatment with DDA (2.5 µM) or IDA (10 nM) or both DDA and IDA
(2.5/10 nM) or vehicle. (C) Western blot analysis of the expression of LC3-b II in three AML cell lines
(MOLM-14, OCI-AML3 and KG1a) treated 5 h with vehicle, DDA, IDA or both IDA and DDA. (D–F)
Cell death measurement by Trypan Blue exclusion test after autophagy inhibition on OCI-AM3, KG1a
and MOLM14 cells treated for 48 h with DDA, IDA or both DDA and IDA in the presence or absence of
bafilomycin A1. Bars are mean ± SD of 3 independent experiments. (G) Cell death measurement by
Trypan Blue exclusion test after autophagy inhibition on KG1 shVPS34 treated for 48 h with DDA, IDA
or both DDA and IDA. Bars are mean ± SD of 3 independent experiments. (H,I) Western blot analysis
of the expression of p-AKT, AKT, pP70S6K, P70S6K, JNK and pJNK in two AML cell lines KG1a and
OCI-AML3) treated for 5 h with vehicle, DDA, IDA or both IDA and DDA. Detailed information can be
found at Figure S3. * p < 0.05, ** p < 0.01 and *** p < 0.001, **** p < 0.0001.
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We have previously shown that DDA induces cell death through a lethal autophagic process [3,4].
We therefore investigated the role of autophagy in the cell death induced by DDA–idarubicin
combination. Primary AML cells treated with DDA–idarubicin showed a massive accumulation
of cytoplasmic macrovesicles visualized by MGG staining (Figure 4B) and increased in MOLM-14,
OCI-AML3 and KG1a cell lines [12,13], compared to each drug alone, the levels of LC3-II, which is
the only protein marker that is reliably associated with completed autophagosomes [14]. Moreover,
the pharmacological inhibition of autophagy using the lysosomal protease inhibitor bafilomycin A1
(BafA1) abolished the synergism between DDA and idarubicin in these cell lines (Figure 4D–F; Figure
S2A,B). To further explore the role of autophagy in this model, we transduced KG1 cells with a lentiviral
vector encoding inducible shRNA against VPS34, a key autophagy protein [14]. Following VPS34
knock down, the synergism between DDA and idarubicin was also abrogated (Figure 4G). These
results strongly suggest that DDA potentiates Idarubicin-induced cell death through a rapid and lethal
autophagic mechanism.

It has been recently shown that a strong inhibition of the AKT/mTOR pathway concomitant to
c-Jun N-terminal kinase (JNK) activation occurs when cells are unable to repair their DNA damage, and
leads to lethal autophagy [15]. Interestingly, after a short-term (5 h) incubation with DDA, idarubicin
or DDA–idarubicin, the combination treatment strongly downregulated the phosphorylation of AKT
induced by idarubicin and increased the phosphorylation of JNK in OCI-AML3 cells but did so less
markedly in the KG1a cell line. This therefore suggests a link between the DNA damage response
induced by the DDA–idarubicin combination and the mechanism of cell death by lethal autophagy
(Figure 4H,I and Figure S2C).

Altogether, our preclinical work provides a scientific rationale for future clinical trials of
DDA-anthracycline combinations in AML.

3. Discussion

In this study, we showed that the DDA–anthracycline combination exhibited a highly synergistic
cytotoxic activity in AML cells compared to normal hematopoietic cells. This effect was associated with
a strong induction of DNA damage and cell death by autophagy. Furthermore, the DDA–idarubicin
combination rapidly modulated the activation of AKT/mTOR and JNK, two major pathways involved
in both DNA repair and lethal autophagy.

Anthracyclines are a major component of the backbone treatment in AML and the intensification
of daunorubicin doses has been pivotal in establishing the standard induction treatment [16]. The
two main anthracyclines used in AML (i.e., daunorubicin and idarubicin) intercalate into DNA
and form complexes with topoisomerase II, thereby inhibiting the activity of the enzyme and
inducing single- or double-stranded breaks that lead to a subsequent DNA-damage response and
cell death [17,18]. Anthracyclines also elicit multiple signaling events, including activation of the
ROS-dependent sphingomyelin-ceramide pathway [19], a very early event following anthracycline
treatment and a crucial step in JNK pathway activation and cell death [20]. Several mechanisms of
resistance to anthracyclines, including the so-called multi-drug resistance (MRD) phenotype, have been
described [21]. In our study, we demonstrated that DDA, which does not induce DNA damage by itself,
dramatically enhanced the number of DNA strand-breaks induced by idarubicin. The mechanisms
underlining this observation remain unclear. However, recent data have shown that autophagy may
impact genome integrity through the degradation of nuclear components and modulation of the
double-strand break repair pathway [22,23]. For example, the activation of autophagy has been shown
to induce the degradation of the DNA endonuclease Sae2, thereby decreasing cell survival in response
to the genotoxic agent [24]. Here, DDA, which is a very potent autophagy-inducing agent, could
impact the DNA damage response following anthracycline exposure by inducing the degradation of
nuclear components involved in anthracycline activity.

We previously showed that the combination of DDA, which induces cell death through lethal
autophagy, with the antimetabolite ARAc, which induces mainly apoptosis, synergized in killing AML
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cells [3,4]. Here, we show that the combination of DDA with a DNA-damaging agent potentiates
AML cell-killing, showing that the multiple-cell-death mechanism improves the yield of AML
cell-killing, supporting the AL-lazikani’s hypothesis [25]. Since DDA has been proved to be efficient
on various cell lines in vitro and in vivo [26,27], this suggests that combination treatment of DDA with
chemotherapeutic agents that kill cells through other mechanisms could be as efficient and deserves
further investigation.

Further studies are needed to determine which molecules of the DNA repair machinery might
be targeted by DDA treatment, either through autophagy or its LXR-β dependent transcriptional
activity [28]. We showed that DDA induced JNK phosphorylation and the inhibition of AKT
phosphorylation in AML cell lines. It has recently been shown that DNA damage may regulate
autophagy through these signaling pathways [15]. The AKT/mTOR axis may be activated following
treatment with DNA-damaging agents and suppress autophagy while regulating DNA repair and
cell survival [29]. On the other hand, the sustained activation of JNK following DNA damage could
activate the first step of autophagy through the transcription of autophagy-related genes and through
direct activation of the Beclin 1 complexes [30] and contribute to autophagic cell death.

4. Materials and Methods

4.1. Combinaison Index DDA-Daunorubicin

Experiments were designed to fit with methods previously described by Chou and Talalay to
quantify the synergy of drug combinations. Briefly, the effect of drugs alone and in combination were
determined for a 3–5 log scale of concentrations of drugs and with a constant ratio between the two
drugs used for co-treatment. Cells were seeded in 96-well plates (50,000 cell/well). Cells were treated
just after seeding, for 48 h. Cell viability was determined with MTT assay. Cells were centrifuged for
5 min at 1200 rpm, medium removed, 100 µL of MTT solution (1 mg/mL in PBS) added, incubated
for 2 h at 37 ◦C, centrifuged, MTT solution removed, and DMSO (100 µL) added to dissolve purple
formazan formed by living cells. Absorbance of the solution was determined at 540 nm.

4.2. Antibodies and Reagents

Anti-LC3B, anti-VPS34, anti-JNK, pJNK, AKT, pAKT antibodies were obtained from Cell Signaling
Technology, Massachusetts, USA; secondary antibodies labeled with horseradish peroxidase were
purchased from Promega, Madison, WI. The apoptosis inhibitor ZVAD-FMK was purchased from
Merk, Darmstadt, Germany. BafilomycinA1 was purchased from InvivoGen, San Diego, CA, USA.

4.3. Cell Lines and AML Primary Samples

Human AML cell lines MOLM14, KG1, KG1a and OCI-AML3 were purchased from the Leibniz
Institute DSMZ-German Collection of Microorganisms and Cell cultures (Braunschweig, Germany).
OCI-AML3 and MOLM14 Cell lines were grown in RPMI-1640 medium with Glutamax supplemented
with 10% fetal bovine serum (Dominique Dutscher, Brumath, France) while KG1 and KG1a cells were
grown in Iscoves-modified Dulbecco medium (IMDM) containing 20% fetal bovine serum. Frozen
samples from AML patients have been obtained after informed consent and stored at the HIMIP
collection (BB18 0033-00060). According to the French law, HIMIP collections has been declared to
the Ministry of Higher Education and Research (DC 2008-307 collection 1) and obtained a transfer
agreement (AC 2008-129) after approbation by the “Comité de Protection des Personnes Sud-Ouest
et Outremer II” (ethical committee). Peripheral blood or bone marrow samples were frozen in fetal
calf serum with 10% DMSO and stored in liquid nitrogen. AML primary samples were cultured in
IMDM containing 20% fetal bovine serum and 100 units/mL of penicillin and streptomycin. For some
experiments, fresh leukemic blasts recovered at diagnosis were immediately treated with ethanol,
idarubicin 10 nM, DDA 2.5 µM or both DDA and idarubicin for 48 h. Patient’s characteristics are
shown in Figure S2A.
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4.4. Trypan Bleu Viability Test

Cell viability was determined using trypan bleu exclusion test. Briefly, 250,000 cells were either
treated with ethanol, idarubicin, DDA or both DDA and idarubicin. Cells were homogenized and 10 µL
of resuspended cells was mixed with 10 µL of trypan bleu solution. AML cells were visually examined
with a microscope to determine whether cells take up (dead cells) or exclude dye (viable cells).

4.5. Chemotherapy Efflux Test

AML cells were pre-incubated with DDA at 2.5 µM during 24 h. Then, cells were incubated with
daunorubicin (1 mM) or idarubicin (200 µM), for 30 min at 37 ◦C. After incubation, cells were washed
with cold PBS and re-suspended in IMDM medium containing 20% FBS for 30 min. Next, cells were
washed with cold PBS and re-suspended in 200 µL of PBS. Intracellular concentration of daunorubicin
and idarubicin was determined using flow cytometry by quantifying the fluorescent in PE-channel
using a FACSCalibur flow cytometer (BD Pharmingen, San Diego, CA, USA).

4.6. PgP Membrane Expression

AML cell lines and primary AML samples were treated during 24 or 48 h with 2.5 µM DDA. After
a cold PBS wash, cells were re-suspended in 200 µL of PBS and membrane expression of PgP was
determined by flow-cytometry using CD243 from BD biosciences (Franklin Lakes, NJ, USA).

4.7. Apoptosis Quantitation by Flow Cytometry

Apoptosis was analyzed by flow cytometry following double staining with annexinV fluorescein
isothiocyanate (FITC) and 7AAD. Briefly, 250,000 or 500,000 cells for primary cells were either treated
with ethanol, idarubicin, DDA or DDA and idarubicin. Cells were collected and washed once with
PBS and once with annexinV-binding buffer. After centrifugation, the pellets were incubated 15 min
with annexinV FITC and 7AAD in 100 µL annexin-binding buffer. Cells were then analyzed by
flow cytometry.

4.8. Western Blot

Proteins were separated using 4–12% gradient polyacrylamide SDS gels (Life Technologies,
Darmstadt, Germany) and electro-transferred to a 0.45 µM PVDF membrane (GE Healthcare, Chicago,
IL, USA). After blocking in Tris-buffered saline containing 0.1% Tween (TBST) and 5% bovine serum
albumin, membranes were blotted overnight at 4 ◦C with the appropriate primary antibodies. Primary
antibodies were detected using appropriate horseradish peroxidase-conjugated secondary antibodies.
Immunoreactive bands were visualized by enhanced chemiluminescence (Clarity ECL BIORAD,
Hercules, CA, USA) with a Syngene camera. Densitometric analyses of immunoblots were performed
using the GeneTools software.

4.9. Lentiviral Infection of KG-1

Lentiviral particles were generated by calcium phosphate transient transfection in 293T cells, as
already described [4]. Briefly, 293T into a 10 cm dish were transfected with 62.5 µL CaCl2 (2M), 500 µL
HeBS 2×, 418 µL H2O, 3.5 µg pVSV-G (env), 6.5 µg p8.1 (tat, pol, rev, gag) and 10 µg inducible shRNA
against VPS34 (TRIPZ Human PIK3C3, clone V3THS_372038, GE Healthcare, Chicago, IL, USA). Then,
72 h after cell transfection, 2 mL of supernatants containing virus were collected and were added
to KG-1 in a 6-well plate. Polybrene was added at 8 µg/mL final concentration and spinoculation
was performed by centrifuging cells 45 min at 800 g. Seventy-two hours after transduction, medium
containing virus was removed and changed for a virus-free medium. After additional 24 h, cells were
selected with 1 µg/mL puromycin. When puromycin-resistant cells appeared, KG-1 expressing a high
level of shRNA (RFP positive cells) were sorted by flow cytometry after 24 h treatment with 1 µg/mL
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doxycycline. All shRNA experiments were performed on the cell bulk, treated or not 72 h with 1 µg/mL
doxycycline for shRNA induction.

4.10. May-Grünwald Giemsa Staining (MGG)

AML cells were treated with ethanol or idarubicin +/− DDA for 48 h. For morphological analysis,
100,000 cells in 500 µL were cytospined on slides by centrifugation at 800 RPM for 10 min. Slides were
stained at room temperature with MGG and cellular morphology was examined using light microscopy.

4.11. Immunofluorescence

AML cells (105) were treated with ethanol or idarubicin +/− DDA during 15 h and cytospined
as described for MGG. Cells were then fixed with 4% paraformaldehyde during 15 min at RT. After
fixation, cells were washed in PBS and Click-IT reaction was performed using Alexa647 kit from Life
Technologies. Subsequently, cells were blocked with 5% BSA in PBS for 20 min. Cells were incubated
overnight at 4 ◦C with primary antibodies against P-53BP1 (1/200, Cell signalling technologies Beverly,
MA, USA) in PBS. Then, cells were washed with PBS, and then incubated with Alexa Fluor 488 goat
anti–mouse (1/1000; 95 Molecular Probes) for 1 h at RT in PBS. DNA was counterstained with DAPI
and coverslips mounted on microscopy-slides using ProLong Diamond (Thermofisher, Waltham, MA,
USA). Images were taken with a Nikon Ni-E microscope and a DS-Qi2 camera at the 20× objective.
Fluorescence intensity was measured with the Cellprofiler software (www.cellprofiler.org).

4.12. Alkalin Comet Assay

AML cells were mixed with low melting agarose (0.5% final) and then spread on microscopic
slides from 4D lifetec, Cham, Switzerland. Slides were brought to 4 ◦C for about 15 min to allow
solidification of the gel. Samples were lysed for 1 h at 4 ◦C in lysis buffer (2.5 M NaCl, 10 mM Tris,
10%DMSO and 1% triton X-100) and then rinsed in electrophoresis buffer (300 mM NaOH, 1 mM
EDTA) for 30 min at 8 ◦C. Electrophoresis was then run using the 4D LifetestTM 1.0 (4DLifetec) at 20 V
for 40 min at 8 ◦C. Slides were incubated in PBS for 15 min and 1 h 30 in 100% ethanol at 4 ◦C. After
drying at 37 ◦C for 15 min, DNA was stained with SYBR®Gold during 15 min. The slides were then
rinced twice with deionized water during 10 min. Finally, slides were dried again prior to imaging
with a Nikon Ni-E microscope and a DS-Qi2 camera at the 10× objective. Comet tail intensity was
quantified using the casplab software 1.2.2 (http://casplab.com).

4.13. Xenograft Model and In Vivo Antitumor Activity Assay

As previously described [4,31,32] NOD/LtSz-scid (NOD/SCID) and NOD/LtSz-scid/IL-2Rγchain
null (NSG) mice were produced at the Genotoul Anexplo platform (Toulouse, France) using breeders
obtained from Charles River Laboratory. Animals were used in accordance with a protocol reviewed
and approved by the Institutional Animal Care and Use Committee of Région Midi-Pyrénées 9001v2008
ISO certified in June 2010 (Toulouse, France). For tumor xenograft experiments, Molm14 (2 × 106) were
inoculated subcutaneously into the flanks of NOD/SCID mice. When tumors were palpable, mice were
treated. Tumor volume (tumor length × width2

× 0.5236) was measured every 2–3 days using calipers.
At the end of the experiment, or when animals show bad health condition, mice were humanely
sacrificed. For orthotopic xenograft, AML cell lines were transplanted into NSG mice, as reported
previously [4,7,8]. Briefly, mice were housed in sterile conditions using HEPA-filtered micro-isolators
and fed with irradiated food and sterile water. Transplanted mice were treated with antibiotic (baytril)
for the duration of the experiment. Mice (6–9 weeks old) were sublethally treated with busulfan
(20 mg/kg) 24 h before injection of leukemic cells. Leukemia samples were thawed at room temperature,
washed twice in PBS, and suspended in phosphate saline buffer at a final concentration of 1 million
cells per 100 µL. A total of 200 µL of phosphate saline buffer solution containing 2 × 106 of AML cells
were injected in tail vein. Five days after AML cells transplantation, NSG recipients transplanted
mice were injected in blood tail with 0.15 mg/kg of idarubicin every two days for 5 days and/or

www.cellprofiler.org
http://casplab.com
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20 mg/kg/day of DDA 5 days/7 during two weeks. For negative controls, NSG mice were treated
daily with IP injection of vehicle, PBS 1×. Mice were monitored for toxicity and provided nutritional
supplements as needed. NSG mice were humanely killed in accordance with European ethic protocols.
Bone marrow (mixed from tibias and femurs) and spleen were dissected in a sterile environment and
crushed in Hanks balanced salt solution with 1% FBS. Mononuclear cells from bone marrow and spleen
were labeled with FITC-conjugated anti-hCD3, PE-conjugated anti-hCD33, PerCP-Cy5.5-conjugated
anti-mCD45.1, APC-conjugated anti-hCD45 and PeCy7-conjugated anti-hCD44 (all antibodies from
BD, except FITC-conjugated anti-hCD3 from Biolegend, San Diego, CA, to determine the fraction of
human AML blasts (hCD45+hCD33+mCD45.1- cells) using flow cytometry. Analyses were performed
on a Beckman coulter cytoflex flow cytometer. The number of AML cells/µL peripheral blood and
number of AML cells in total cell tumor burden (in bone marrow and spleen) were determined by
using CountBright beads (Invitrogen, Waltham, MA, USA) using the described protocol.

4.14. Statistical Analyses

We assessed the statistical analysis of the difference between 2 sets of data using non-parametric
Mann–Whitney test or Welch t-Test or ANNOVA for experiment including more than two sets of data
(GraphPad Prism, GraphPad Software, La Jolla, CA). p values of less than 0.05 were considered to be
significant (* p < 0.05, ** p < 0.01 and *** p < 0.001, **** p < 0.0001).

5. Conclusions

In this study, we report that the newly identified tumor suppressor and cholesterol metabolite
DDA potentiated and sensitized in vitro and in vivo leukemic cells lines and primary AML samples
to anthracycline, which is one of the two drugs used in the backbone of AML treatment. Here, we
demonstrate that DDA strongly increased the intracellular retention of daunorubicin but not idarubicin
by downregulating the PgP expression and activity through LXRβ. DDA, which has no genotoxic effect,
significantly increased the DNA damage induced by idarubicin in cell lines and primary AML sample,
indicating that the DDA–idarubicin combination strongly enhances DNA targeting of anthracycline and
is not mediated by a variation in the intracellular retention of Idarubicin. Autophagy is a well-known
mechanism of cell survival that limits the efficacy of conventional chemotherapy such as anthracycline.
We demonstrate that a ligand of LXRβ, the DDA, can potentiate Idarubicin-induced cell death through
a rapid and lethal autophagy by rapidly modulating the activation of AKT/mTOR and JNK, two
major pathways involved in both DNA repair and lethal autophagy in vitro and in vivo. DDA did
not increase idarubicin cytotoxicity in normal PBMC or in healthy lymphocytes from AML patients
in vitro. Moreover, DDA had no effect on normal murine hematopoiesis in vivo, indicating a potential
favorable benefit/risk ratio.

A DNA damaging agent such as idarubicin with DDA creates the necessary conditions to maximize
DNA damage, reduce DNA repair and activate the autophagic cell death machinery in AML cells.
This provides a strong rationale to assess further this combination in early phase clinical trials for
AML patients.
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Figure S1: Combined DDA and daunorubicin synergistically induce the death of AML cells, Figure S2: Implication
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combination index presented in Figure 1.

Author Contributions: Conception and design: C.R., S.S.-P., M.P., J.-E.S. and P.-L.M. Acquisition of data N.S.,
P.-L.M., P.D.M., R.B., T.F., E.S., M.D., M.P. and S.S.-P. Analysis and interpretation of data: N.S., P.-L.M., P.D.M.,
J.-S.H., C.R., M.P., J.-E.S., and S.S.-P. Writing, review, and/or revision of the manuscript S.S.-P., C.R., J.-E.S., P.-L.M.,
M.P. Study supervision C.R., S.S.-P., and M.P. All authors have read and agreed to the published version of
the manuscript.

Funding: This study was supported by grants from the French government under the “Investissement d’avenir”
program (ANR-11-PHUC-001), the Institut National du Cancer (PLBIO 2015-143), the InnaBioSanté foundation
(RESISTAML project), the Laboratoire d’Excellence TOUCAN and La Ligue Contre le Cancer.

http://www.mdpi.com/2072-6694/12/10/2933/s1


Cancers 2020, 12, 2933 13 of 14

Acknowledgments: We thank Véronique De Mas for the management of the Biobank BRC-HIMIP (Biological
Resources Centres-INSERM Midi-Pyrénées “Cytothèque des hémopathies malignes”). We thank all the members
of the G.A.E.L (Gaël Adolescent Espoir Leucémie). We thank Arnaud Rives from Dendrogenix (Liège, Belgium) to
provide us dendrogenin A.

Conflicts of Interest: C.R: Consultancy within the last two years: Jazz Pharma, Daiichi-Sankyo, Astellas, Novartis;
Research funding: Amgen, Novartis, Celgene, Jazz Pharma, Agios, Daiichi-Sankyo, Astellas, Sunesis, Roche,
MaatPharma, Honoraria: Abbvie, Janssen, Jazz Pharma, Daiichi-Sankyo, Astellas, Novartis, Celgene, Roche,
Otsuka, Macrogenics, Pfizer.

References

1. de Medina, P.; Paillasse, M.R.; Segala, G.; Voisin, M.; Mhamdi, L.; Dalenc, F.; Lacroix-Triki, M.; Filleron, T.;
Pont, F.; Saati, T.A.; et al. Dendrogenin A arises from cholesterol and histamine metabolism and shows cell
differentiation and anti-tumour properties. Nat. Commun. 2013, 4, 1840. [CrossRef]

2. Silvente-Poirot, S.; Poirot, M. Cholesterol and cancer, in the balance. Science 2014, 343, 1445–1446. [CrossRef]
[PubMed]

3. Segala, G.; David, M.; de Medina, P.; Poirot, M.C.; Serhan, N.; Vergez, F.; Mougel, A.; Saland, E.; Carayon, K.;
Leignadier, J.; et al. Dendrogenin A drives LXR to trigger lethal autophagy in cancers. Nat. Commun. 2017, 8,
1903. [CrossRef] [PubMed]

4. Serhan, N.; Mouchel, P.-L.; de Medina, P.; Segala, G.; Mougel, A.; Saland, E.; Rives, A.; Lamaziere, A.;
Despres, G.; Sarry, J.-E.; et al. Dendrogenin A synergizes with Cytarabine to Kill Acute Myeloid Leukemia
Cells In Vitro and In Vivo. Cancers (Basel) 2020, 12, 1725. [CrossRef] [PubMed]

5. de Medina, P.; Paillasse, M.R.; Payré, B.; Silvente-Poirot, S.; Poirot, M. Synthesis of new alkylaminooxysterols
with potent cell differentiating activities: identification of leads for the treatment of cancer and
neurodegenerative diseases. J. Med. Chem. 2009, 52, 7765–7777. [CrossRef] [PubMed]

6. de Medina, P.; Paillasse, M.R.; Segala, G.; Poirot, M.; Silvente-Poirot, S. Identification and pharmacological
characterization of cholesterol-5,6-epoxide hydrolase as a target for tamoxifen and AEBS ligands. Proc. Natl.
Acad. Sci. USA 2010, 107, 13520–13525. [CrossRef]

7. Chou, T.C.; Talalay, P. Quantitative analysis of dose-effect relationships: The combined effects of multiple
drugs or enzyme inhibitors. Adv. Enzyme Regul. 1984, 22, 27–55. [CrossRef]

8. Bailly, J.D.; Muller, C.; Jaffrézou, J.P.; Demur, C.; Gassar, G.; Bordier, C.; Laurent, G. Lack of correlation
between expression and function of P-glycoprotein in acute myeloid leukemia cell lines. Leukemia 1995,
9, 799–807.

9. Smeets, M.E.; Raymakers, R.A.; Vierwinden, G.; Pennings, A.H.; Boezeman, J.; Minderman, H.; de Witte, T.M.
Idarubicin DNA intercalation is reduced by MRP1 and not Pgp. Leukemia 1999, 13, 1390–1398. [CrossRef]

10. Panier, S.; Boulton, S.J. Double-strand break repair: 53BP1 comes into focus. Nat. Rev. Mol. Cell Biol. 2014, 15,
7–18. [CrossRef]

11. Lee, J.-H.; Cheong, H.-M.; Kang, M.-Y.; Kim, S.-Y.; Kang, Y. Ser1778 of 53BP1 Plays a Role in DNA
Double-strand Break Repairs. Korean J. Physiol. Pharmacol. 2009, 13, 343–348. [CrossRef] [PubMed]

12. Heydt, Q.; Larrue, C.; Saland, E.; Bertoli, S.; Sarry, J.-E.; Besson, A.; Manenti, S.; Joffre, C.; Mansat-De Mas, V.
Oncogenic FLT3-ITD supports autophagy via ATF4 in acute myeloid leukemia. Oncogene 2018, 37, 787–797.
[CrossRef] [PubMed]

13. Larrue, C.; Saland, E.; Boutzen, H.; Vergez, F.; David, M.; Joffre, C.; Hospital, M.-A.; Tamburini, J.; Delabesse, E.;
Manenti, S.; et al. Proteasome inhibitors induce FLT3-ITD degradation through autophagy in AML cells.
Blood 2016, 127, 882–892. [CrossRef] [PubMed]

14. Klionsky, D.J.; Abdelmohsen, K.; Abe, A.; Abedin, M.J.; Abeliovich, H.; Acevedo Arozena, A.; Adachi, H.;
Adams, C.M.; Adams, P.D.; Adeli, K.; et al. Guidelines for the use and interpretation of assays for monitoring
autophagy (3rd edition). Autophagy 2016, 12, 1–222. [CrossRef] [PubMed]

15. Roos, W.P.; Thomas, A.D.; Kaina, B. DNA damage and the balance between survival and death in cancer
biology. Nat. Rev. Cancer 2016, 16, 20–33. [CrossRef]

16. Fernandez, H.F.; Sun, Z.; Yao, X.; Litzow, M.R.; Luger, S.M.; Paietta, E.M.; Racevskis, J.; Dewald, G.W.;
Ketterling, R.P.; Bennett, J.M.; et al. Anthracycline dose intensification in acute myeloid leukemia. N. Engl. J.
Med. 2009, 361, 1249–1259. [CrossRef]

http://dx.doi.org/10.1038/ncomms2835
http://dx.doi.org/10.1126/science.1252787
http://www.ncbi.nlm.nih.gov/pubmed/24675946
http://dx.doi.org/10.1038/s41467-017-01948-9
http://www.ncbi.nlm.nih.gov/pubmed/29199269
http://dx.doi.org/10.3390/cancers12071725
http://www.ncbi.nlm.nih.gov/pubmed/32610562
http://dx.doi.org/10.1021/jm901063e
http://www.ncbi.nlm.nih.gov/pubmed/19821610
http://dx.doi.org/10.1073/pnas.1002922107
http://dx.doi.org/10.1016/0065-2571(84)90007-4
http://dx.doi.org/10.1038/sj.leu.2401496
http://dx.doi.org/10.1038/nrm3719
http://dx.doi.org/10.4196/kjpp.2009.13.5.343
http://www.ncbi.nlm.nih.gov/pubmed/19915695
http://dx.doi.org/10.1038/onc.2017.376
http://www.ncbi.nlm.nih.gov/pubmed/29059168
http://dx.doi.org/10.1182/blood-2015-05-646497
http://www.ncbi.nlm.nih.gov/pubmed/26286850
http://dx.doi.org/10.1080/15548627.2015.1100356
http://www.ncbi.nlm.nih.gov/pubmed/26799652
http://dx.doi.org/10.1038/nrc.2015.2
http://dx.doi.org/10.1056/NEJMoa0904544


Cancers 2020, 12, 2933 14 of 14

17. Gewirtz, D.A. A critical evaluation of the mechanisms of action proposed for the antitumor effects of the
anthracycline antibiotics adriamycin and daunorubicin. Biochem. Pharmacol. 1999, 57, 727–741. [CrossRef]

18. Minotti, G.; Menna, P.; Salvatorelli, E.; Cairo, G.; Gianni, L. Anthracyclines: molecular advances and
pharmacologic developments in antitumor activity and cardiotoxicity. Pharmacol. Rev. 2004, 56, 185–229.
[CrossRef]

19. Jaffrézou, J.P.; Levade, T.; Bettaïeb, A.; Andrieu, N.; Bezombes, C.; Maestre, N.; Vermeersch, S.; Rousse, A.;
Laurent, G. Daunorubicin-induced apoptosis: triggering of ceramide generation through sphingomyelin
hydrolysis. EMBO J. 1996, 15, 2417–2424. [CrossRef]

20. Laurent, G.; Jaffrézou, J.P. Signaling pathways activated by daunorubicin. Blood 2001, 98, 913–924. [CrossRef]
21. Broxterman, H.J.; Gotink, K.J.; Verheul, H.M.W. Understanding the causes of multidrug resistance in cancer:

a comparison of doxorubicin and sunitinib. Drug Resist. Updat. 2009, 12, 114–126. [CrossRef] [PubMed]
22. Park, Y.-E.; Hayashi, Y.K.; Bonne, G.; Arimura, T.; Noguchi, S.; Nonaka, I.; Nishino, I. Autophagic degradation

of nuclear components in mammalian cells. Autophagy 2009, 5, 795–804. [CrossRef] [PubMed]
23. Rello-Varona, S.; Lissa, D.; Shen, S.; Niso-Santano, M.; Senovilla, L.; Mariño, G.; Vitale, I.; Jemaá, M.; Harper, F.;

Pierron, G.; et al. Autophagic removal of micronuclei. Cell Cycle 2012, 11, 170–176. [CrossRef] [PubMed]
24. Robert, T.; Vanoli, F.; Chiolo, I.; Shubassi, G.; Bernstein, K.A.; Rothstein, R.; Botrugno, O.A.; Parazzoli, D.;

Oldani, A.; Minucci, S.; et al. HDACs link the DNA damage response, processing of double-strand breaks
and autophagy. Nature 2011, 471, 74–79. [CrossRef]

25. Al-Lazikani, B.; Banerji, U.; Workman, P. Combinatorial drug therapy for cancer in the post-genomic era.
Nat. Biotechnol. 2012, 30, 679–692. [CrossRef]

26. Voisin, M.; de Medina, P.; Mallinger, A.; Dalenc, F.; Huc-Claustre, E.; Leignadier, J.; Serhan, N.; Soules, R.;
Ségala, G.; Mougel, A.; et al. Identification of a tumor-promoter cholesterol metabolite in human breast
cancers acting through the glucocorticoid receptor. Proc. Natl. Acad. Sci. USA 2017, 114, E9346–E9355.
[CrossRef]

27. Bauriaud-Mallet, M.; Vija-Racaru, L.; Brillouet, S.; Mallinger, A.; de Medina, P.; Rives, A.; Payre, B.; Poirot, M.;
Courbon, F.; Silvente-Poirot, S. The cholesterol-derived metabolite dendrogenin A functionally reprograms
breast adenocarcinoma and undifferentiated thyroid cancer cells. J. Steroid Biochem. Mol. Biol. 2019, 192,
105390. [CrossRef]

28. Poirot, M.; Silvente-Poirot, S. The tumor-suppressor cholesterol metabolite, dendrogenin A, is a new class of
LXR modulator activating lethal autophagy in cancers. Biochem. Pharmacol. 2018, 153, 75–81. [CrossRef]

29. Toulany, M.; Lee, K.-J.; Fattah, K.R.; Lin, Y.-F.; Fehrenbacher, B.; Schaller, M.; Chen, B.P.; Chen, D.J.;
Rodemann, H.P. Akt promotes post-irradiation survival of human tumor cells through initiation, progression,
and termination of DNA-PKcs-dependent DNA double-strand break repair. Mol. Cancer Res. 2012, 10,
945–957. [CrossRef]

30. Dhanasekaran, D.N.; Reddy, E.P. JNK-signaling: A multiplexing hub in programmed cell death. Genes Cancer
2017, 8, 682–694. [CrossRef]

31. Farge, T.; Saland, E.; de Toni, F.; Aroua, N.; Hosseini, M.; Perry, R.; Bosc, C.; Sugita, M.; Stuani, L.; Fraisse, M.;
et al. Chemotherapy-Resistant Human Acute Myeloid Leukemia Cells Are Not Enriched for Leukemic Stem
Cells but Require Oxidative Metabolism. Cancer Discov. 2017, 7, 716–735. [CrossRef] [PubMed]

32. Saland, E.; Boutzen, H.; Castellano, R.; Pouyet, L.; Griessinger, E.; Larrue, C.; de Toni, F.; Scotland, S.; David, M.;
Danet-Desnoyers, G.; et al. A robust and rapid xenograft model to assess efficacy of chemotherapeutic agents
for human acute myeloid leukemia. Blood Cancer J. 2015, 5, e297. [CrossRef] [PubMed]

© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1016/S0006-2952(98)00307-4
http://dx.doi.org/10.1124/pr.56.2.6
http://dx.doi.org/10.1002/j.1460-2075.1996.tb00599.x
http://dx.doi.org/10.1182/blood.V98.4.913
http://dx.doi.org/10.1016/j.drup.2009.07.001
http://www.ncbi.nlm.nih.gov/pubmed/19648052
http://dx.doi.org/10.4161/auto.8901
http://www.ncbi.nlm.nih.gov/pubmed/19550147
http://dx.doi.org/10.4161/cc.11.1.18564
http://www.ncbi.nlm.nih.gov/pubmed/22185757
http://dx.doi.org/10.1038/nature09803
http://dx.doi.org/10.1038/nbt.2284
http://dx.doi.org/10.1073/pnas.1707965114
http://dx.doi.org/10.1016/j.jsbmb.2019.105390
http://dx.doi.org/10.1016/j.bcp.2018.01.046
http://dx.doi.org/10.1158/1541-7786.MCR-11-0592
http://dx.doi.org/10.18632/genesandcancer.155
http://dx.doi.org/10.1158/2159-8290.CD-16-0441
http://www.ncbi.nlm.nih.gov/pubmed/28416471
http://dx.doi.org/10.1038/bcj.2015.19
http://www.ncbi.nlm.nih.gov/pubmed/25794133
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Results 
	Daunorubicin Combined with DDA Synergistically Induce AML Cell Death 
	Idarubicin Combined with DDA Synergistically Induce AML Cell Death 
	Dendrogenin A Increases DNA Damage Induced by Idarubicin Treatment 
	DDA–Idarubicin-Induced Cell Death is Mediated by Autophagy 

	Discussion 
	Materials and Methods 
	Combinaison Index DDA-Daunorubicin 
	Antibodies and Reagents 
	Cell Lines and AML Primary Samples 
	Trypan Bleu Viability Test 
	Chemotherapy Efflux Test 
	PgP Membrane Expression 
	Apoptosis Quantitation by Flow Cytometry 
	Western Blot 
	Lentiviral Infection of KG-1 
	May-Grünwald Giemsa Staining (MGG) 
	Immunofluorescence 
	Alkalin Comet Assay 
	Xenograft Model and In Vivo Antitumor Activity Assay 
	Statistical Analyses 

	Conclusions 
	References

