
>5J1S:C_Vicugna pacos 

QVQLVETGGGLVQAGGSLRLSCAASGNIFSFNVMGWYRQAPGKQRE 

LVAAITSGDTTTYADSVQGRFTISRDNAKNAVYLQMNSLTPEDTAVYFCNARRN 

PINGPYYTTAYWGQGTQVTVSS 

>4X7D:C_lama glama 

DVQLVESGGGLVQPGGSLRLSCAASGSIFSIYAMGWYRQAPGKQRE 

LVASISSGGGTNYADSVKGRFTISGDNAKNTVYLQMNSLKPEDTAVYYCKREDY 

SAYAPPSGSRGRGTQVTVSS 

>4Z9K:B_lama glama 

VQLVESGGGLVQPGGSLRLSCAASGFTLDDYAIGWFRQVPGKERE 

GVACVKDGSTYYADSVKGRFTISRDNGAVYLQMNSLKPEDTAVYYCASRPC 

FLGVPLIDFGSWGQGTQVTV 

>5BOZ:G_lama glama 

QVQLVESGGGLVQAGGSLRLSCAASGRTFSRSSMGWFRQAPGKERE 

FVASIVWADGTTLYGDSVKGRFTVSRDNVKNMVYLQMNNLKPEDTALYYCADNKF 

VRGLVAVRAIDYDYWGQGTQVTVS 

>5DFZ:E_lama glama 

QVQLQESGGGLVQPGGSLRLSCAPSGPFSPNSMGWYRQAPGKQRE 

LVAVMTIDGRTNYQDSVKGRFTISRDYVKNTAYLQMNNLKPDDTAVYICNAETR 

GFMHWGQGTQVTVSS 

>5IP4:A_lama glama 

QVQLQESGGGLVQAGGSLRLSCTASVNIIGGNHWAWYRQAPGQQRD 

LVASLSRYNANYADSVKGRFTISRDNAKNAAYLQMNSLKPEDTAIYFCALEN 

YYWGQGTQVTVSS 

>5JQH:C_lama glama 

QVQLQESGGGLVQAGGSLRLSCAASGSIFSLNDMGWYRQAPGKLRE 

LVAAITSGGSTKYADSVKGRFTISRDNAKNTVYLQMNSLKAEDTAVYYCNAKVA 

GTFSIYDYWGQGTQVTVSS 

>1G9E:A_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAASGRTGSTYDMGWFRQAPGKERE 

SVAAINWDSARTYYASSVRGRFTISRDNAKKTVYLQMNSLKPEDTAVYTCGAGEG 

GTWDSWGQGTQVTVSS 

>1I3U:A_Lama glama 

XVQLQESGGGLVQAGDSLKLSCEASGDSIGTYVIGWFRQAPGKERI 

YLATIGRNLVGPSDFYTRYADSVKGRFAVSRDNAKNTVNLQMNSLKPEDTAVYYCAAKTT 

TWGGNDPNNWNYWGQGTQVTV 

>1QD0:A_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAASGRAASGHGHYGMGWFRQVPGKERE 

FVAAIRWSGKETWYKDSVKGRFTISRDNAKTTVYLQMNSLKGEDTAVYYCAARPV 

RVADISLPVGFDYWGQGTQVTVSS 

>1SHM:E_Lama glama 

DVQLQESGGGLVQAGGSLRLSCAASGATGSTYDMGWFRQAPGKERE 

SVAAINWGSAGTYYASSVRGRFTISRDNAKKTVYLQMNSLKPEDTAVYTCGAGRI 

GRSVFNLRRESWVTWWGQGTQVTVSS 

>1SJV:A_Lama glama 

QVQLQESGGGLVQAGESLKLSCAASGNTFSGGFMGWYRQAPGKQRE 

LVATINSRGITNYADFVKGRFTISRDNAKKTVYLEMNSLEPEDTAVYYCYTH 

YFRSYWGQGTQVTVSS 

>1SJX:A_Lama glama 

QVQLQESGGGLVQAGGSLRLSCQASGNIFRINDMGWYRQAPGTQRE 

LVAAITSGGSTKYADSVKGRFTISKDNAKNTVYLQMNSLKPEDTAVYYCAAEDR 

HRIGTVGYWGQGTQVTVSS 

>1U0Q:A_Lama glama 

EVQLQESGGGLVQAGGSLRLSCAASGRTFSTYAVGWFRQAPGKERE 

FVGYFGTRGGRTYYADSVKGRFTIAIDNAKNTVYLQMNSLKLDDTAVYYCAVRMP 

YSGDYRSSGTYDYWGQGTQVTVSS 

>2BSE:F_Lama glama 

QVQLQESGGGLVQAGGSLRLSCTASRRTGSNWCMGWFRQLAGKEPE 



LVVALNFDYDMTYYADSVKGRFTVSRDSGKNTVYLQMNSLKPEDTAIYYCAARSG 

GFSSNRELYDGWGQGTQVTVSS 

>2X1O:B_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAAAGRNLRMYRMGWFRQAPGKERE 

FVGTMVWSSDTIYYADSVKGRFIISRDNAKNTVYLQMNSLKPEDTAVYYCAAGAG 

WAGTMTDYNYWGQGTQVTVSS 

>2X1P:D_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAASGRTFTSFAMGWFRQAPGKERE 

FVASISRSGTLTRYADSAKGRFTISVDNAKNTVSLQMDNLNPDDTAVYYCAADLH 

RPYGPGTQRSDEYDSWGQGTQVTVSS 

>2X1Q:B_Lama glama 

QVQLQESGGGLVQPGGSLRLSCAASGRTFSNYRMGWFRQAPGKERE 

FVATISQSGAATAYADSVKGRFTFSRDNAKNLLYLEMLSLEPEDTAVYYCAASSR 

VFYTEVLQTTTGYDYWGQGTQVTVSS 

>2XA3:A_Lama glama 

AVQLQESGGGLVQAGGSLRLSCTVSARTSSSHDMGWFRQAPGKERE 

FVAAISWSGGTTNYVDSVKGRFDISKDNAKNAVYLQMNSLKPEDTAVYYCAAKWR 

PLRYSDNPSNSDYNYWGQGTQVTVSS 

>3CFI:L_Lama glama 

QVQLQESGGGLVQPGGSLRLSCAASGFAFSGYAMSWVRQAPGKGLE 

WVSGINRDGSTSYTAPVKGRFTISRDNAKNILYLQMNSLRPEDTAVYYCAKWLG 

GRDWYDRGQGTQVTVS 

>3EZJ:H_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAASGSIFSINSMDWDRQAPGKQRE 

LVATITSGGSTNYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCNANVK 

TWAGMTRDYWGQGTQVTVSS 

>3OGO:E_Camelus 

QVQLVESGGALVQPGGSLRLSCAASGFPVNRYSMRWYRQAPGKERE 

WVAGMSSAGDRSSYEDSVKGRFTISRDDARNTVYLQMNSLKPEDTAVYYCNVNVG 

FEYWGQGTQVTVSS 

>5F7N:C_Vicugna pacos 

QVQLQESGGGLVQPGGSLRLSCAASGSIFSGNVMGWYRQAPGKLRE 

WVAAITPQGVPNYADSVKGRFTISRDNAKNMLYLQMSSLKPEDTALYYCNRL 

PNYRSWGQGTQVTVSS 

>5GXB:B_Vicugna pacos 

QVQLVESGGRLVQAGDSLRLSCAASGRTFTTYLMGWFRQAPGKERE 

FVAAIRWSGGSTYYADSVKGRFTISRDNAKNTVYLQMNSLKLEDTAVYYCAAAAR 

PSYSGDYGYTEALRYDYWGQGTQVTVSS 

>5JMO:C_Camelus 

QVQLQESGGGLVQPGGSLTLSCAASGFTFSSYSMYWVRQAPGKGLE 

WVSSINRVGSNTDYADSVKGRFTISRDNAKNTLYLQMNSLKSEDTALYYCAVGMY 

AAPPWRGQGTQVTVSS 

>5M7Q:A_Camelus 

QVQLQESGGGSVQAGGSLRLSCAVSENTGRMGWFRQAPGKERE 

KVAIITRLGGYTSYAGPVKGRFTISQDNAKNTVYLLMNSLKPEDTAIYYCAADSR 

PIYSGTWRYWGQGTQVTVSS 

>5TD8:E_Vicugna pacos 

QVQLVESGGGLVHPGGSLRLSCAASGRTGSRHAVAWFRQAPGKERD 

FVASINAVGLVRNYADSVLGRFSISRDFAKNEVYLQMNSLEPEDTAVYYCAARYY 

SGTYSSTYDRDDYDYWGQGTQVTVSS 

>3K3Q:A_Lama glama 

AVQLVDSGGGTLQAGKSLRLSCAISGLAFDGGAMGSEHRLTAGAMGWFRQAPGKDRE 

FVAAISPRTDETYYAESLEGRFSVSRDAAATMVFLQADNVRLDDTASYYCAADED 

VTPRVMGVIPHADHWGQGTLVTVSS 

>3K74:B_Lama glama 

QLQESGGGLVQPGGSLRLSCAASGFTFNNYWMYWVRRAPGKGLE 

WVSMINPGGIITKYAESVKGRFTISRDNAKNTLYLQMNSLTSEDTAVYYCAKDWA 

TGLAKKGQGTQVTVSS 



>3K81:B_Lama glama 

EVQPQESGGGLAQAGGSLRLSCVVSGITFASEAWGWYRRAPGKQRE 

LIAAINNEGRTNYVDSVKGRFTVSRDNAKNVMYLQMNSLKPEDTAVYYCNANLQ 

TGTLSGARLYWGQGTQVTVSS 

>3P0G:B_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAASGSIFSINTMGWYRQAPGKQRE 

LVAAIHSGGSTNYANSVKGRFTISRDNAANTVYLQMNSLKPEDTAVYYCNVKDY 

GAVLYEYDYWGQGTQVTVSS 

>3QXV:A_Lama glama 

QVQLVESGGGLVQAGGSLRLSCAASRRSSRSWAMAWFRQAPGKERE 

FVAKISGDGRLTTYGDSVKGRFTISRDNAEYLVYLQMDSLKPEDTAVYYCAADDN 

YVTASWRSGPDYWGQGTQVTVSS 

>3R0M:B_Lama glama 

AVQLQESGGGLVQAGGSLRLSCTASGRISSSYDMGWFRQAPGKERE 

FVAAISWSGGTTDYADSVKGRFAISKDNAKNAVYLQMNSLKPEDTAVYYCAAKWR 

PLRYSDYPSNSDYYDWGQGTQVTVSS 

>3SN6:N_Lama glama 

QVQLQESGGGLVQPGGSLRLSCAASGFTFSNYKMNWVRQAPGKGLE 

WVSDISQSGASISYTGSVKGRFTISRDNAKNTLYLQMNSLKPEDTAVYYCARCPA 

PFTRDCFDVTSTTYAYRGQGTQVTVSS 

>3STB:B_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAASGRTLSSYAMGWFRQAPGKERE 

FVAAINRSGSTFYADAVKGRFTISRDNAKNTVYLQMNSLKPEDTAAYYCAADRF 

SPVVPGPIPVNTVDSWGQGTQVTVSS 

>4AQ1:B_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAASGRTSSAYAMGWFRQAPGKERE 

FVAGISSKGGSTYYGASMKGRFTISRDNAKNTVYLQMNGLAPEDTAVYYCAASDK 

YNFDTSHAGYGYWGQGTQVTVSS 

>4B50:A_Lama glama 

EVQLVESGGGLVQPGGSLRLSCAASGSISSVDVMSWYRQAPGKQRE 

LVAFITDRGRTNYKVSVKGRFTISRDNSKNMVYLQMNSLKPEDTADYLCRAESR 

TSWSSPSPLDVWGRGTQVTVSS 

>4B5E:B_Lama glama 

EVQLVESGGGLVQAGGSLRLSCAASGRSFSRDAMGWFRQAPGKERD 

VVAAINLNGGRTYSADSVKGRFTISRDNDKNTVYLQMSNLKPEDTAVYYCAAREG 

DVGLVSYKRSSNYPYWGQGTQVTVSS 

>4DKA:B_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAASGRTSSLYSMGWFRQAPGKERE 

FVAAISRNGANTYYTDSVKGRFTISRDNAKNTVELQMNSLKPEDTAVYYCAADRF 

PTMEVVTIMTNEYDYWGQGTQVTVSS 

>4EIG:B_Lama glama 

QVQLQESGGGLVQAGGSLRLSCKASGIIFSVYKMTWYRQAPGKERE 

LVALITTNNNTMTVDSVKGRFTISRDNVQNTVYLEMNNLKPEDTAVYYCNANRG 

LAGPAYWGQGTQVTVSS 

>4EIZ:D_Lama glama 

QVQLQESGGGLVQAGGSLRLSCTASGRTFSSYAMGWFRQTPGKERE 

FVAAITWGGSTTLYADSVKGRFTMSRDNAKNTVYLQMNSLKPEDTAVYYCAADGS 

QYRSTYSFRDKPDYGSWGQGTQVTVSS 

>4FHB:D_Lama glama 

QVQLQESGGGLVQAGGSLRLSCEASGRTFSSYAMGWFRQAPGKERD 

FVAVISWSGSNTYYADSAKGRFTISRDNAKNTVYLQMNSLKPEDTAIYYCAAPGR 

PHGSSWSLNKKGQGYDYWGQGTQVTVSS 

>4GRW:H_Lama glama 

EVQLVESGGGLVQAGGSLRLSCAASGRTFSWSAVGWFRQAPGKERE 

FVAAIRWSGGSPYYADSVKDRFTISRDNAKNTVYLQMNSLRPEDTAVYLCGETSL 

FPTSRGSHYDTWGQGTQVTVSS 

>4GRW:F_Lama glama 

EVQLVESGGGLVQPGGSLRLSCAASGFTLDYLAIGWFRQAPGKERE 



GVSCVSSSGQYTYYADSVKGRFTISRDNAESTVYLQMNSLKPEDTAVYYCATDPE 

CYRVRGYYNGEYDYWGQGTQVTVSS 

>4GRW:E_Lama glama 

EVQLVESGGGLVQPGGSLRLSCAASGFTLDDYAIAWFRQAPGKERE 

GVSGIDSGDGSAYYADSVKGRFTISSDNAKNTVYLQMNSLRPEDTAVYYCARVRT 

GWGLNAPDYAMDYWGKGTLVTVSS 

>4HEM:G_Lama glama 

QVQLVESGGGLVQAGGSLRLSCAASESTFSNYAMGWFRQAPGPERE 

FVATISQTGSHTYYRNSVKGRFTISRDNAKNTVYLQMNNMKPEDTAVYYCAAGDN 

YYYTRTYEYDYWGQGTQVTVSS 

>4HEP:G_Lama glama 

DVQLVESGGGLVQPGGSLRLSCEASGFSFDDYAIGWFRQAPGKERE 

GVSYISMSDGRTYVADSVTGRFTISSDNAKNTVYLQMNSLKLEDTAVYYCAAGRF 

VTFGSAWSFVGGGPYGIDYWGKGTLVTVSS 

>4IOS:D_Lama glama 

QVQLVESGGGLVQAGDSLRLSCAVSGRTFSSNVIGWFRQAPGKERE 

FVAAISWSTGSTYYGRSMKGRCAASRDNAKNTVALQLNSLKPEDTAVYYCAATLD 

WGKTLSDEYDYWGQGTQVTVSS 

>4KRN:A_Lama glama 

QVQLQESGGGLVQPGGSLRLSCAASGRTFSSYAMGWFRQAPGKQRE 

FVAAIRWSGGYTYYTDSVKGRFTISRDNAKTTVYLQMNSLKPEDTAVYYCAATYL 

SSDYSRYALPQRPLDYDYWGQGTQVTVSS 

>4KRO:B_Lama glama 

QVQLQESGGGLVQPGGSLRLSCAASGRTFSSYAMGWFRQAPGKQRE 

FVAAIRWSGGYTYYTDSVKGRFTISRDNAKTTVYLQMNSLKPEDTAVYYCAATYL 

SSDYSRYALPQRPLDYDYWGQGTQVTVSS 

>4KRP:B_Lama glama 

EVQLVESGGGLVQAGGSLRLSCAASGRTFSSYAMGWFRQAPGKERE 

FVVAINWSSGSTYYADSVKGRFTISRDNAKNTMYLQMNSLKPEDTAVYYCAAGYQ 

INSGNYNFKDYEYDYWGQGTQVTVSS 

>4NBZ:B_Lama glama 

QVKLEESGGGLVQAGGSLRLSCAASERTFSRYPVAWFRQAPGAERE 

FVAVISSTGTSTYYADSVKGRFTISRDNAKVTVYLQMNNLKREDTAVYFCAVNSQ 

RTRLQDPNEYDYWGQGTQVTVSS 

>4NC1:D_Lama glama 

QVQLVESGGGLAQAGGSLRLSCAASGRTFSMDPMAWFRQPPGKERE 

FVAAGSSTGRTTYYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCAAAPY 

GANWYRDEYAYWGQGTQVTVSS 

>4NC2:B_Lama glama 

QVQLVESGGGLVQAGGSLRLSCAASGLTFSRYVMGWFRQAPGKERE 

FVAAITWGGTPNYADSVKGRFTISRDNSKNTQYLQMNSLKPEDTAVYYCAAGLG 

WDSRYSQSYNYWGQGTQVTVSS 

>4P2C:K_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAVSGSIFRLSTMGWYRQAPGKQRE 

FVASITSYGDTNYRDSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCNANIE 

AGTYYGPGRDYWGQGTQVTVSS 

>4POY:A_Lama glama 

QVQLVESGGGLVQAGGSLRLSCAASGYPHPYLHMGWFRQAPGKERE 

GVAAMDSGGGGTLYADSVKGRFTISRDKGKNTVYLQMDSLKPEDTATYYCAAGGY 

QLRDRTYGHWGQGTQVTVSS 

>4QGY:B_Lama glama 

QVQLVESGGGLVQAGGSLRLSCAASGFTFEDYAIGWFRQAPGKERE 

GVSCISNLDGSTYYPDSVKGRFTASSDKAKNMVYLQMNSLKPEDTAVYYCAAVNA 

QGIYCTDYIIGPYGMDYWGKGTQVTVSS 

>4QLR:B_Lama glama 

DVQLVESGGGLVHPGGSLRLSCAASGRTFSDYALGWFRQAPGKDRE 

FVAAISWSGGSTYYADSVQGRFTISRDNDKNSVYLQMNSLKPEDTAVYYCAADKY 

YTGPGGESVYDYWGRGTQVTVSS 



>4S10:B_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAASGRTFSSFVMGWFRQAPGKERE 

FVASISRSGSVTRYADSAKGRFTISKDNAKNTVSLQMDNLNPDDTAVYYCAADLH 

RPYGPGSQRTDDYDTWGQGTQVTVSS 

>4W6W:B_Lama glama 

QVQLQESGGGSVQAGGSLRLSCAASGYTSGRDSMGWFRQAPGKERE 

GVACIDTSGIVNYADSVKGRFTISQDSAKKTLYLEMNSLKPEDTALYSCATGPF 

VYGRGCLGQAFYSYWGQGTQVTVSS 

>4W6X:B_Lama glama 

QVQLQESGGGSVQAGGSLRLSCTASGYTYRKYCMGWFRQAPGKERE 

GVACINSGGGTSYYADSVKGRFTISQDNAKDTVFLRMNSLKPEDTAIYYCALSSN 

SVCPPGHVAWYNDWGQGTQVTVSS 

>4WEM:B_Lama glama 

QVQLQESGGGLVQAGGSLRLSCEASGNVDRIDAMGWFRQAPGKQRE 

FVGYISEGGILNYGDFVKGRFTISRDNAKNTVYLQMSNLKSEDTGVYFCAASHW 

GTLLIKGIEHWGKGTQVTVSS 

>4WEN:B_Lama glama 

QVQLQESGGGLVQPGGSLRLSCTASGSISSINAMGWYRQAPGSKRE 

FVAHITNTGVTEFADSVKGRFTISRDNAKTTVDLQMNSLKPEDTAVYYCAATDW 

GTLLIKGIDHWGKGTQVTVSS 

>4WEU:E_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAASGLTFDTYAMGWFRQAPGKKRE 

YVAAISWTGISTYYADIAKGRFTISRDNAKNTLYLQMDSLKPEDTAVYYCAAQKS 

LNVPAPWDYWGQGTQVTVSS 

>4WGV:D_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAASRSIFSIDTANWYRQPPGMQRE 

LVATITRDGNANYADSVKGRFTISRDRARNTVYLQMNSLKPEDTGVYYCNAAIR 

TTVRTSAQEYWGQGTQVTVSS 

>4ZG1:F_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAASGSTFGIRTMGWYRQAPGKQRD 

LVAIISSGGSTDYADSVKGRFTISRDNAKNTVYLQMDSLKPEDTAIYYCNARVG 

ITMLAHWGQGTQVTVSS 

>5BOP:C_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAASGGTFSTYGMGWFRQAPGKERE 

FVAASSWTGANTYYADSVRGRFTISRDNAKNTVYLEMNSLKPEDTAVYYCAARRW 

LGGSYFDPGNYDFWGQGTQVTVSS 

>5DA0:B_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAASGRTFSSDVMGWFRQAPGKERE 

FVAAVTRSGGKSYNADSVKGRFTISRDNAKNTVSLQMNSLKPEDTAVYYCAAGDT 

AITSWYGYDYWGQGTQVTVS 

>5F1K:D_Lama glama 

DVQLQESGGGLVQAGGSLRLSCTGSGRTFRNYPMAWFRQAPGKERE 

FVAGITWVGASTLYADFAKGRFTISRDNAKNTVYLQMNSLKPEDTAVYSCAAGRG 

IVAGRIPAEYADWGQGTQVTVSS 

>5F1O:B_Lama glama 

DVQLQESGGGLVQAGHSLRLSCVGSGSRFDNYAMGWFRQAPGKERE 

FVAAISWSSGTTRYLDTVKGRFTISRDNAKSTVYLQMNSLKPEDTAVYYCAARYQ 

PRYYDSGDMDGYEYDNWGQGTQVTVSS 

>5F7L:B_Lama glama 

QVQLQESGGGLVQPGGSLRLSCAASGSIYSLIAMGWYRQAPGKEHE 

LVATISSGSTTYYADSVKGRFTISRDNAKNTLYLQMNSLKPEDTAMYYCAAYSD 

RLTDCSNCEADYWGQGTQVTVS 

>5H8D:A_Lama glama 

QVQLQESGGGLVQPGGSLKLSCAASGFTFSRYAMSWYRQAPGKERE 

SVARISSGGGTIYYADSVKGRFTISREDAKNTVYLQMNSLKPEDTAVYYCYVGG 

FWGQGTQVTVSS 

>4KRL:B_Lama glama 

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKERE 



FVSGISWRGDSTGYADSVKGRFTISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAG 

SAWYGTLYEYDYWGQGTQVTVSS 

>4LAJ:H_Lama glama 

EVQLVESGGGLVQPGGSLRLSCAASGFTLDYYSIGWFRQAPGKERE 

GVSCISDSDGRTYYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCATDCT 

VDPSLLYVMDYYGKGTQVTVSS 

>4MQS:B_Lama glama 

QVQLQESGGGLVQAGDSLRLSCAASGFDFDNFDDYAIGWFRQAPGQERE 

GVSCIDPSDGSTIYADSAKGRFTISSDNAENTVYLQMNSLKPEDTAVYVCSAWTL 

FHSDEYWGQGTQVTVSS 

>3ZKX:C_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAASGFTFSRAAMRWVRRAPERGLE 

WVANINAGDGSASYADFVKGRFTASRDKAGNRLYLQMDNLRPNDTAVYYCIYNG 

HRGQGTQVTVSS 

>4W6Y:B_Lama glama 

QVQLQESGGGSVQAGGSLRLSCAASGYTYSSNCMAWFRQVPGKERE 

GVASINTRGGITYYADSVKGRFTISRDNAKNTVSLQMNSLKPEDTATYYCAAVRE 

ATYSDNRCSVRSYTYDYWGQGTQVTVSS 

>3K7U:A_Lama glama 

QVQLQESGGGLVQAGGSLTLSCAASGRTFSNNAMGWFRQAPGKERE 

FVAAISWTGGLLFYADSVNGRFTISRDNAKRTVTLQMNSLKPEDTAVYYCAARPQ 

GDYVTAHYDYWGQGTQVTVSS 

>3K80:B_Lama glama 

QVQLQESGGGLVQAGDSLRLSCVASGRAFSSYGMGWFRQAPGKERA 

FVAAISRSGGLTQYAESLKGRFAISRDNAKNTVYLQMGSLKPEDTAVYYCAGDL 

YGLGSHMENEYDSWGQGTQVTVSS 

>4C57:C_Lama glama 

QVQLQESGGGLVQPGGSLRLSCSASGFKFNDSYMSWVRRVPGKGLE 

WVAGIWEDSSAAHYRDSVKGRFTISRDNAKNMLYLQMSSLKSDDTGLYYCVRRGY 

SGDYRPINNPSSQGTQVTVSS 

>4CDG:D_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAASGIWFSINNMAWYRQTPGKQRE 

RIAIITSAGTTNYVDSVKGRFTISRDDAKNTMYLQMNSLIPEDTAVYYCNLVAD 

YDMGFQSFWGRGTQVTVSS 

>4IDL:A_Lama glama 

KVQLQQSGGGAVQTGGSLKLTCLASGNTASIRAMGWYRRAPGKQRE 

WVASLTTTGTADYGDFVKGRFTISRDNANNAATLQMDSLKPEDTAVYYCNADGR 

RFDGARWREYESWGQGTQVTISS 

>4I1N:B_Lama glama 

QVQLQESGGGLVQAGASLRLSCAASERLTVDYAIGWFRQAPGKERE 

FVAAISWGGGLTVYGESVEGRFTISRDIAKNTMNLQMNVLRPEDTANYYCAASRI 

SYAVWNTIPYNKLTLWGRGTQVTVSS 

>4OCL:C_Lama glama 

QVQLQESGGGLVPAGGSLRLSCVDSGRTFSSTVMAWFRQAPGKERE 

FVATIRWSGGNTYYADSVKGRFTISRDNARNTVYLQMNSLKPEDTAVYYCAGGTY 

YGTLSYKYDFWGRGTQVTVSS 

>4QO1:A_Lama glama 

QVQLQESGGGLVQAGGSLRLSCAASERTFSTYAMGWFRQAPGRERE 

FLAQINWSGTTTYYAESVKDRTTISRDNAKNTVYLEMNNLNADDTGIYFCAAHPQ 

RGWGSTLGWTYWGQGTQVTVSS 

>AAL31961.1 _Lama glama 

QVQLQESGGGLVQTGGSLRLSCAASGRTSSDYSVGWFRQAPGKERE 

FLAVMMLSGTGTYYADSVKGRAAISRDLAKNTVYLEMNSLKPEDTAVYYCALDRA 

GWLRTEENVYDYWGQGTQVTVSS 

>AAL31962.1 _Lama glama 

QVQLQESGGGLVQPGGSLRLSCAVSGAPFRESTMAWYRQTPGKERE 

TVAFITSGGSKTYGVSVQGRFTISRDSDRRTVLLQMNNLQPEDTAVYYCHRALS 

NTWGQGIQVTVSS 



>AAL31963.1 _Lama glama 

QVQLQESGGGLVQPGGSLRLSCVVSGEGFSNYPMGWYRQAPGKQRE 

LVAAMSEGGDRTNYADAVKGRFTISRDNAKKTVYLQMSSLKPEDTAVYYCNAARW 

DLGPAPFGSWGQGTQVTVSS 

>AAL31964.1 _Lama glama 

QVQLQESGGGTVQAGDSLRLSCAASARTISTYSMGWFRQAPGKERE 

FVAHISRTGSNTLYADSVKGRFIISRDNAKNTMYLQMNSLKPADAAVYYCAAGLA 

TWLATQTDNYDYWGQGTQVTVSS 

>AAL31966.1 _Lama glama 

QVQLQESGGGLVQAGGSLRLSCTASRRTGSNWSMGWFRQLAGKERE 

FVVALNLDYDIPYYADSVKGRFTVSTDSGKNTVYLQMNSLKPEDTAIYFCAARSG 

GFSSNRTYYDYWGQGTQVTVSS 

>AAL31967.1 _Lama glama 

QVQLQQSGGGLVQRGGSLRLSCTASRRTGSNWSMGWFRQFAGKEPD 

LLVALNLDYDVPYYADSVKGRFTVSGDSGKNTVYLQMNNLKPEDTAIYYCAARSG 

GFSSNRALYDGWGQGTTVTVSS 

>AAL40814.1 _Lama glama 

EVQLQASGGGLVQTGGSLRLSCAVSGRTFSSYGMGWFRQAPGKERE 

FVAAMRESGADTHYADFVRGRFTISGDNAKNTVYLQMNRLTPEDTAVYYCKALDI 

TTAASYWGQGTQVTVSS 

>AAL40815.1 _Lama glama 

EVQLQASGGGLVQTGGSLRLSCAVSGRTFSSYGMGWFRQAPGKERE 

FVAAMRESGADTHYADFVRGRFTISRDYDKNAVYLQMDNLKPEDTGVYYCAATI 

NGAARRGQGTQVTVSS 

>AAL40816.1 _Lama glama 

DVQLQASGGGLVQPGGSLRLSCAASGTSSGINAMVWYRQSPGKKRE 

LVATITNSGKTDYAASAKGRFTISRDAAKNTVYLQMDDLKPEDTGVYYCAATI 

NGAARRGQGTQVTVSS 

>AAL40817.1 _Lama glama 

EVQLQASGGGLVQPGGSLRLSCEASGRTFSSYSMAWFRQAPGKERE 

FVAAINWRSSVTAYADSVKGRFTISRDNAKNTVYLQMNGLKPEDTAVYYCAREAL 

PGTYGLDYWGKGTQVTVSS 

>AAL40818.1 _Lama glama 

DVQLQASGGGLVQAGGSLRLSCAASVSTFSIGAIGWYRQAPRKQRE 

LVAGISGGGSTYYTDSVKGRFTISRDNARNTVYLQMNNLKPEDTAVYYCNAILA 

GGLLAFWGQGTQVTVSS 

>AAL40819.1 _Lama glama 

EVQLQASGGGLVQAGGSLKLSCTASGSTFSGNDIGWYRQAPGKQRE 

LVAVISDGGYTSYATSVKGRFTISRDNRKNTAYLQMNSLKPEDTAVYYCFAGG 

SSGTFWGQGTQVTVSS 

>AAL40820.1 _Lama glama 

EVQLQASGGGLVQAGGSLRLSCAASGRTFSSYGMGWFRQAPGKERE 

FVGAISWGAGTPYYADSVKGRFTISRDFAENTVELQMDNLKPEDTGVYYCAATI 

NGAARRSQGTQVTVSS 

>AAL40821.1 _Lama glama 

EVQLQASGGGLAQPGGSLRLSCTADGRTFSDIAMAWFRQAPGKERE 

IVAAIDWNGGTTYYTTFVKGRFTISRDNAKKTVYLQMTSLKPEDTAVYYCKALDI 

TTAASYWGQGTQVTVSS 

>AAL40822.1 _Lama glama 

DVQLQASGGGSVQAGASLRLSCATSGQTLNTYVMGWFRQAPGKERE 

FVAAINWRDTSTYYQDSVKGRFTISRDFAENTVELQMDNLKPEDTGVYYCAATI 

NGAARRGQGTQVTVSS 

>AAL40823.1 _Lama glama 

EVQLQASGGGLVQVGDSLKLSCAASGPTSITYGMAWFRQAPGKERE 

FVSAVTPSGGAAAYADSVKGRFTISRGVGKNTVYLQMDSLKVEDTAVYYCAAGTN 

WPPKRYWGLGTQVTVSS 

>AAL40824.1 _Lama glama 

DVQLQASGGGLVSAGESLRLSCAVSGGDVSTYAMVWFRQAPGKERE 



FVALLSRSGRTTNYADSVKGRFTVSRDNAKNTWYLQMNKLKPEDTAVYYCAAGSN 

YGQGTQVTVSS 

>AAL40825.1 _Lama glama 

EVQLQASGGGLVQAGGSLRLSCVASGRTFGSYTMGWFRQAPGKQRE 

LIARINSAGRTMYADSVKGRFTISRDNAKSTVYLQMNSLKPEDTAVYYCAAGTV 

LSVATGPYGYWGQGTQVTVSS 

>AAL40826.1 _Lama glama 

DVQLQASGGGLVQAGGSLRLSCVASGRTFSSYGMGWFRQAPGKERE 

FVASINWRGSSTYYADSVKGRFTISRDNTVNTVSLQMNNLKPADTGVYYCAAWGA 

GEDEDYWGQGTQVTVSS 

>AAL40827.1 _Lama glama 

EVQLQASGGGLVQPGGSLRLSCAASGSLSRITVMGWYRQAPGKQRE 

LVAIITSSGGTDYADSVKGRFTISKDNAKALMYLQMTSLRPEDTAVYYCVGKSR 

DSAGLSWDYWGQGTQVTVSS 

>AAL40828.1 _Lama glama 

DVQLQASGGGSVRAGGSLRLSCVTSGSISSFDAMAWSRQAPGRQRD 

VVAIITSGGATNYADSVKGRFTISRDNGNNTLYLQMNGLKPEDTAIYYCAALVA 

STVTSSVSWGQGTQVTVSS 

>AAL40829.1 _Lama glama 

EVQLQASGGGSVQAGDSLRLSCAASGRPFSSFAMGWFRQAPGKERE 

FVAAISASGGETYYTGSLKGRFTISRDNAKNTVYLQMDSLKPEDTGVYYCAATI 

NGAARRGQGTQVTVSS 

>AAL40830.1 _Lama glama 

EVQLQASGGGLVQAGGSLRLSCVASGITFSEKHMAWFRQAPGKQRE 

LVAVITRGGTTNYGDSVKGRFTISRQKLNNTIILQMNNLKPEDTAVYYCAADFY 

GLGFDYWGQGTQVTVSS 

>AAL40831.1 _Lama glama 

EVQLQASGGGLVQAGDSLRLSCAASGRTFSSYHMGWFRQAPGKERE 

FVAAINWSGDTTYYEASVKGRFTISRDNAKNTMYLQMNSLKPEDTAVYRCAAQTR 

PRPYGTSRAEGDYGYWGQGTQVTVSS 

>AAL58846.1_Lama glama 

EVQLQASGGGLVQAGGSLRLSCAASGFKITHYTMGWFRQAPGKERE 

FVSRITWGGDNTFYSNSVKGRFTISRDNAKNTVYLQMNSLKPEDTADYYCAAGST 

STATPLRVDYWGKGTQVTVSS 

>AAL58847.1_Lama glama 

EVQLQASGGGLVQAGGSLRLSCSASVRTFSIYAMGWFRQAPGKERE 

FVAGINRSGDVTKYADFVKGRFSISRDNAKNMVYLQMNSLKPEDTALYYCAATWA 

YDTVGALTSGYNFWGQGTQVTVSS 

>AAQ19974.1 _Lama glama 

DVQLQASGGGLVQAGDSLRLSCAASGRTSSTYAMAWFRRAPGKERE 

FVTAISWNGRITAYADSVKGRFTISREYAGNTVTLQMDSLKPEDTAVYYCAADYT 

TAVPRAHVSYDYWGQGIQVTVSS 

>AAQ19975.1 _Lama glama 

DVQLQASGGGLVQPGGPLRLSCEASGDRLDYYAVGWLRQAPGKERE 

GIVCASSSGASPWYAKAVKGRFTISRDKAKNMVFLEMNSLKVEDTGVYYCGICWA 

GVRGYDYEDYTQGTQVTVSS 

>AAQ19976.1 _Lama glama 

DVQLQASGGGLVQAGGSLRLSCTASGDLFSIVAMGWYRQRPGKQRE 

LVAGITEGGGTNYAYDVHGRFTISRDNAKNTVYLQMNNPNPDDTAVYYCNILRG 

QYRRSEYDYWGAGTQVTVSS 

>AAQ19977.1 _Lama glama 

DVQLQASGGGLVQAGESLRLSCGGFGSFSRFNVVGWYRQAPGRQRE 

LVANMNSGGSTNYSPSVKGRFTISRDNAKNTVYLQLNSLKPDDTAVYYCRYVHT 

RVIIQQSYWGQGTQVTVSS 

>AAQ19978.1 _Lama glama 

DVQLQASGGGLVQAGDSLRLSCTASGRSISTYGMGRFRQTPGKERE 

FVAAISWSGGNEYYADSVKGRFTISRDKSKNIVYLRMNSLKTEDTAVYYCAARAI 

GNYGSRDEDFGSWGQGIQVTVSS 



>AAQ19979.1 _Lama glama 

DVQLQASGGGVVQPGGSLRLSCAASGRMYTINDMGWYRQAPGNQRE 

LVARISVGGTTNYKDSVKGRFTISRDNAKKTVCLQMNSLKPDDTAVYYCNADIR 

DTLWDSRLYWGQGTQVTVSS 

>AAQ19980.1 _Lama glama 

DVQLQASGGGLVQAGASLRLSCAASGRTFSMYAMAWFRQAPGKERE 

FVAAINWSGNTTRYADSLKGRFIISRDNAAKTVDLQMDKLKPEDTAAYICADRSR 

YSSDFDQWGQGTQVTVSS 

>AAQ19981.1 _Lama glama 

DVQLQASGGGLVAVGDSLRLTCMASGRTFTTGGAAWFRQAPGKERE 

FVAAISRSGGGTYYADSAKGRFIISRDNAKNTGYLQMDSLKPEDTAVYYCARRRS 

VSWGAPSNWYLTREYDYWGQGTQVTVSS 

>AAQ19982.1 _Lama glama 

DVQLQASGGGKVQAGDSLRLSCAASERIDTTYAVAWFRQAPGKERE 

FVAAIHWRGSTYVANSVKDRFSVSRDNAKNTVYLQMNSLKPEDTAVYYCYMKD 

VRGYGYWGQGTQVTVSS 

>AAQ19983.1 _Lama glama 

DVQLQASGGGLVQPGGSLKLSCATSGFTLDWFAIGWFRQAPGKERE 

GVACISLSNGRTSYSDSVRGRFTISRDNRRNTIDLHMDGLQPEDTAIYYCNADDV 

DGWPVMGYWGQGTQVTVSS 

>AAQ19984.1 _Lama glama 

DVQLQASGGGLVQAGGSLRLSCEASGDTFSSYVMAWFRQAPGKERE 

AVGVISWYGASLYYLDSVKGRFTVSRDNAKTTVYLQMSGLKPEDTAVYYCGADRS 

RGTSWLPGQYDYWGQGTQVTVSS 

>AAQ19985.1 _Lama glama 

DVQLQASGGGTVQPGASLKLACKVSGRTFNTYVVGWFRQAPGQGRE 

FVATFSSSGGDVHYASSVTGRFIMSRDDAQNTEYLEMNGLKIEDTAVYYCALRNA 

YTFSALEHQYPYWGQGAQVTVSS 

>AAQ19986.1 _Lama glama 

DVQLQASGGGLVQPGGSLRLSCAASGSLSRITVMGWYRQAPGKQRE 

LVAIITSSGGTDYADSVKGRFTISKDNAKALMYLQMTSLRPEDTAVYYCAGKSR 

DSAGLSWDYWGQGTQVTVSS 

>AAQ19987.1 _Lama glama 

DVQLQASGGGLVQAGDSLRLSCAASGRXFSNYSMGWFRQHPKKERE 

FVTAISWSTSSRYYADSVKGRFTISRDNANNSMYLQMNSLKPDDTGVYYCTAGPQ 

SGDSWYAYDWRYLGQGTQVTVSS 

>AAQ19988.1 _Lama glama 

DAQLQASGGGLVHAGGSLRLSCAASGSTSSINSIGWYRQAPGKQRE 

LVAGFAGGGSTVYADSVKGRFTTSSDKPKNIEYLQMNSLKPEDTAVYYCSAGTV 

PGRWDYWGPGTQVTVSS 

>AAQ19989.1 _Lama glama 

DVQLQASGGGSVQAGDSLTLSCAASGLTSRKYAVGWFRQAPGQERE 

YIGTISWSGYSHFYSEGARGRFTMSRDNAKNTASLRMNSLKPSDTAVYYCAADPG 

VSEYALGLEYKYWGQGTQVTVSS 

>AAQ19990.1 _Lama glama 

DVQLQASGGGLVQAGASLRLSCAASGRTFSTYAMGWFRQAPGKERE 

FVATISWSGVSTYYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCNVGSP 

LNYWGQGTQVTVSS 

>ACD81985.1 _Lama glama 

QVQLEESGGGLVQAGGSLRLSCAASGRTSSNTFVGWFRQAPGKERE 

FVAAIRRSDDRTYYAASVRGRFTISGDSAKNVVALQMSSLRPEDTAVYYCAATRT 

WLVTGQSDYPYWGQGTQVTVSS 

>ACG68622.1 _Lama glama 

EVQLQASGGGLVQAGGSLRLSCAASGRTFSSYDMGWFRQAPGKERE 

FVAVISRSGTVLAYADSVKGRFTISRDNVKNTGYLQMNSLKPEDTAVYYCATDRW 

ENIRRGSVRSWGQGTLVTVSS 

>ACG68623.1 _Lama glama 

EVQLQASGGGLVQAGGSLRLSCAASGRRFSWPVMAWFRQALGKERE 



LVVSRRWSRSYTIYADSVKDRFTISRDDAKNLVYLEMNNLKPEDTAVYYCAAGSF 

VVRDPSKYDYWGQGTQVTVSS 

>ACG68624.1 _Lama glama 

DVQLQASGGGLAQPGGSLRLSCAASGFDFSDAQMYWVRQAPGKGLE 

WVSSISRSGLATSYADSVKGRFTISRDNAKNTLYLQMNSLKLEDTALYFCAKSRS 

GLERGQGTQVTVSS 

>ACG68625.1 _Lama glama 

EVQLQASGGGLVQPGGSLRLSCAASGFTFSTSAMSWVRQAPGKGLE 

RVSSINSVGSITTYVDSVKGRFTISRDNAKNTLYLQMNSLKPEDTAVYYCAKDVG 

GYGTRGQGTQVTVSS 

>ACG68626.1 _Lama glama 

EVQLQASGGGLVQAGGSLRLSCAASGFMFSTYAMSWVRQAPGKGLE 

RVSAISSGGGATSYADFAKGRFTISRDNAKNTLYLQMNNLKSEDTAMYYCTRATG 

GQGPRGQGTLVTVSS 

>ACG68629.1 _Lama glama 

DVQLQASGGGLVQPGGSLKLSCAASGHTFSEIGMGWFRQAPGKVRE 

FVASISWSGTSTYYADSVKGRFTISRDNAKNTMFLQMNTLRPDDTAVYYCAARIQ 

ARFLDSSAFDYWGQGTQVTVSS 

>ACG68630.1 _Lama glama 

EVQLQASGGGLVQPGGSLRLSCAASGFTFSSSSMSWVRRAPGKGLE 

RVSTINSGGSIITYAASVKGRFTISRDNAKNTLYLQMNSLKPEDTAVYFCAKGMD 

WGSYRGRGTQVTVSS 

>ACG68631.1 _Lama glama 

EVQQASGGGLVQAGGSLRLSCAASGRTETTSAIAWFRQAPGKERE 

FVAQISASGLGINYSGTVKGRFTISRDADKTTVYLQMNSLTPEDTAVYYCAAGFH 

YIAAIRRTTDFHFWGPGTLVTVSS 

>ACN89786.1 _Lama glama 

QVQLQDSGGGLVQAGGSLRLSCEASGRTFSSYAMGWFRQPPGKERE 

WVSTISRSGSAIYAYPVKGRFTMSRDNAKNTVYLEMNSLKPEDTAVFYCAAARS 

GVPSSRPTDYDYWGQGTQVTVSS 

>AGH30279.1 _Lama glama 

EVQLQASGGGLVQPGGSLRLSCAASGSIFSSDVMGWFRQAPGKERE 

LVAFISDGATNYADSVKGRFTISRDNAENTVSLQMNSLKPEDTAVYYCNARYY 

SGGYRNYWGQGTQVTVTVSS 

>AGH30281.1 _Lama glama 

EVQLQASGGGLVQPGGSLRLSCAASGSIFSSDVMGWFRQAPGKERE 

LVAFITDDGGTNYADSVKGRFTISRDNAENTVSLQMNSLKPEDTAVYYCNARYY 

SGGYRNYWGQVTVTVSS 

>AGH30284.1 _Lama glama 

DVQLQASGGGLVQPGGSLRLSCAASGSIFSSDVMAWFRQAPGKERE 

LVAMITDDGGTNYADSVKGRFTISRDGAKSMVSLQMNSLKPEDTAVYYCNARYY 

SGTYRSYWGQGTQVTVTVSS 

>AGH30286.1 _Lama glama 

EVQLQASGGGLVQAGGSLRLSCAASGRTSSMYSMVWFRQAPGKERE 

FVAGIIWTSSLTYYADSLKGRFTISRDNAKNTVYLQMNSLKPEDTAIYYCAADTK 

TGGGGYEYWGQVTVTVSS 

>AGT78116.1 _Lama glama 

EVQLVESGGGLVQPGGSLRLSCAASRSIISNNAMGWYRQAPGKQRE 

LVARISSGGRTTYADSVKGRFTISRDNAKTTVYLQMNSLKPEDTAVYYCNAASL 

VRGPLDHWGQGTQVTVSS 

>AHA50073.1 _Lama glama 

EVQLQASGGGLAQPGGSLRLSCAASGFTLNHYAIGWFRQAPGKERE 

GVSCISSSDVSAYYTDSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCATELI 

SSCASTWYDAYSYWGQGTVTVSS 

>AHA50075.1 _Lama glama 

EVQLQASGGGLVQAGGSLRLSCAASGRTFSNYAMGWFRQAPGKERE 

FQAAITWSRGMTFYADSVKGRFTIARDYAKNTVYLQMNSLKPEDTAVYYCAASDE 

GTGSPGSLYTPDPYDYWGQVTVTVSS 



>AHA50076.1 _Lama glama 

EVQLVESGGGLVQPGGSLRLSCVVSGSIFSINGMGWYRQAPGKSRE 

RVATIFSGGSTNYADSVKGRFTISRDNAKNTVYLQMSSLKPEDTAVYYCFRG 

GVWGQGTQVTVTVSS 

>AHY24762.1 _Lama glama 

QVQLVESGGGLVQAGGSLRLSCAASGRTFSTSTLGWFRQAPGKERE 

FVAAISWLGGRTNYADSVKGRFTISRDSAKNTLFLQLNSLKPEDTAVYYCYARR 

LGVDYWGQGTQVTVSS 

>AHY24763.1 _Lama glama 

QVQLVESGGGLVQAGGSLRLSCAASGRTFSTSTLGWFRQAPGKERE 

FVAAISWLGGRTNYADSVKGRFTISRDSAKNTLFLQLNSLKPEDTAVYYCNRVGP 

LGSTPREWGQGTQVTVSS 

>AHY24764.1 _Lama glama 

QVQLVESGGGLVQPGASLRLSCAASRSIFRFYAMGWYRQAPGKQRE 

LVASITRGGITNYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCNRVGP 

LGSTPREWGQGTQVTVSS 

>AHY24765.1 _Lama glama 

QVQLVESGGGLVQPGGSLRLSCAASRSIFRFYAMGWYRQAPGKQRE 

LVASITRGGITNYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCYARR 

IGRDYWGQGTQVTVSS 

>AKQ22868.1_Lama glama 

EVQLVESGGGLVQAGGSLRLSCAASGRTFSRTSMGWFRQAPGKERE 

FVAAINWGRGSTYYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCAAGQE 

GFYTLVPRNSRNWSYWGQGTQVTVSS 

>AKQ22869.1_Lama glama 

EVQLVESGGGLVQPGGSLRLSCAASGFTVDNYAIGWFRQAPGKERE 

GVSCISSGGWKFYPDSMKGRFSISRDNAKNTVYLQMNSLKPQDTAVYYCGTDLT 

NHCGNYDKGFGSWGQGTQVTVSS 

>AKQ22870.1_Lama glama 

EVQLVESGGGLVQPGGSLRLSCAASGNSLRIGTMAWYRQAPGKQRE 

MVATVTSGGSIDYTDSVKGRFTISRDNAKNTVFLQMNSLKPEDTAVYYCYARSY 

YSASGAMYTVIWGQGTQVTVSS 

>1BZQ:N_Camelus 

QVQLVESGGGLVQAGGSLRLSCAASGYAYTYIYMGWFRQAPGKERE 

GVAAMDSGGGGTLYADSVKGRFTISRDKGKNTVYLQMDSLKPEDTATYYCAAGGY 

ELRDRTYGQWGQGTQVTVSS 

>1F2X:L_Camelus 

QVQLVESGGGSVQAGGSLRLSCAASGYTVSTYCMGWFRQAPGKERE 

GVATILGGSTYYGDSVKGRFTISQDNAKNTVYLQMNSLKPEDTAIYYCAGSTV 

ASTGWCSRLRPYDYHYRGQGTQVTVSS 

>1JTO:B_Camelus 

DVQLQASGGGSVQAGGSLRLSCAASGYTIGPYCMGWFRQAPGKERE 

GVAAINMGGGITYYADSVKGRFTISQDNAKNTVYLLMNSLEPEDTAIYYCAADST 

IYASYYECGHGLSTGGYGYDSWGQGTQVTVSS 

>1KXQ:E_Camelus 

QVQLVESGGGSVQAGGSLSLSCAASTYTDTVGWFRQAPGKERE 

GVAAIYRRTGYTYSADSVKGRFTLSQDNNKNTVYLQMNSLKPEDTGIYYCATGNS 

VRLASWEGYFYWGQGTQVTVSS 

>1KXT:B_Camelus 

QVQLVASGGGSVQAGGSLRLSCAASGYTFSSYPMGWYRQAPGKECE 

LSARIFSDGSANYADSVKGRFTISRDNAANTAYLQMDSLKPEDTAVYYCAAGPG 

SGKLVVAGRTCYGPNYWGQGTQVTVSS 

>1KXV:D_Camelus 

QVQLVESGGGTVPAGGSLRLSCAASGNTLCTYDMSWYRRAPGKGRD 

FVSGIDNDGTTTYVDSVAGRFTISQGNAKNTAYLQMDSLKPDDTAMYYCKPSLR 

YGLPGCPIIPWGQGTQVTVSS 

>1OP9:A_Camelus 

QVQLQESGGGSVQAGGSLRLSCSASGYTYISGWFRQAPGKERE 



GVAAIRSSDGTTYYADSVKGRFTISQDNAKNTVYLQMNSLKPEDTAMYYCAATEV 

AGWPLDIGIYDYWGQGTEVTVSS 

>1RI8:A_Camelus 

DVQLVESGGGSVQAGGSLRLSCAVSGYKDRNYCMGWFRRAPGKERE 

GVAVIDSSGRTAYADSVKGRFTISRDVALDTAYLQMNSLKPEDTAMYYCAAGWS 

SLGSCGTNRNRYNYWGQGTQVTVSS 

>1RJC:A_Camelus 

EVQLQASGGGSVQAGQSLRLSCATSGATSSSNCMGWFRQAPGKERE 

GVAVIDTGRGNTAYADSVQGRLTISLDNAKNTLYLQMNSLKPEDTAMYYCAADTS 

TWYRGYCGTNPNYFSYWGQGTQVTVSS 

>1YC8:B_Camelus 

DVQLVESGGGSVQAGGSLRLSCAVSGSTYSPCTTGWVRQAPGKGLE 

WVSSISSPGTIYYQDSVKGRFTISRDNAKNTVYLQMNSLQREDTGMYYCQIQCG 

VRSIREYWGQGTQVTVSS 

>1ZMY:A_Camelus 

QVQLVESGGGSVQAGGSLRLSCTASGYTIGPYCMGWFRQAPGGERE 

AVAAINMGGGITYYADSVKGRFTISRDNAKNTVTLQMNSLKPEDTAMYYCAADST 

IYASYYECGHGLSTGGYGYDSWGQGTQVTVSS 

>1ZV5:A_Camelus 

DVQLVESGGGSVQAGESLRLSCAASGVTYKNYCIGWFRQAPGKDRE 

GVVFINSDGGITYYADSVKGRFTISQDNAKNTVYLQMNSLKPEDTASYYCAAGYR 

NYGQCATRYWGQGTQVTVSS 

>1ZVH:A_Camelus 

DVQLVESGGGSVQAGGSLRLSCAASGYIASINYLGWFRQAPGKERE 

GVAAVSPAGGTPYYADSVKGRFTVSLDNAENTVYLQMNSLKPEDTALYYCAAARQ 

GWYIPLNSYGYNYWGQGTQVTVSS 

>1ZVY:A_Camelus 

DVQLVESGGGSVQAGGSLRLSCAASGSTDSIEYMTWFRQAPGKARE 

GVAALYTHTGNTYYTDSVKGRFTISQDKAKNMAYLRMDSVKSEDTAIYTCGATRK 

YVPVRFALDQSSYDYWGQGTQVTVSS 

>2P4A:D_Camelus 

QVQLVESGGGLVQAGGSLRLSCAASGYPWTYIYMGWFRQAPGKERE 

GVAAMDSGGGGTLYADSVKGRFTISRDKGKNTVYLQMDSLKPEDTATYYCAAGGD 

ALVATRYGRWGQGTQVTVSS 

>2X6M:A_Camelus 

GQLVESGGGSVQAGGSLRLSCAASGIDSSSYCMGWFRQRPGKERE 

GVARINGLGGVKTAYADSVKDRFTISRDNAENTVYLQMNSLKPEDTAIYYCAAKFS 

PGYCGGSWSNFGYWGQGTQVTVSS 

>3DWT:A_Camelus 

QVQLVESGGGSVQAGGSLRLSCTASGGSEYSYSTFSLGWFRQAPGQERE 

AVAAIASMGGLTYYADSVKGRFTISRDNAKNTVTLQMNNLKPEDTAIYYCAAVRG 

YFMRLPSSHNFRYWGQGTQVTVSS 

>3EAK:B_Camelus 

QVQLVESGGGLVQPGGSLRLSCAASGGSEYSYSTFSLGWFRQAPGQGLE 

AVAAIASMGGLTYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAVRG 

YFMRLPSSHNFRYWGQGTLVTVSS 

>3G9A:B_Camelus 

DVQLQESGGGSVQAGGSLRLSCAASGDTFSSYSMAWFRQAPGKECE 

LVSNILRDGTTTYAGSVKGRFTISRDDAKNTVYLQMVNLKSEDTARYYCAADSG 

TQLGYVGAVGLSCLDYVMDYWGKGTQVTVSS 

>4I0C:C_Camelus 

QVQLQESGGGSVQAGGSLRLSCEASGLSTTVMAWFRQAPGKERE 

GVAAIYTGDGFPYYADSVKGRFTISQDNAKNRMYLQMNSLEPEDTAMYYCAAKTG 

AFSYGSLWWMSRAYNHWGQGTQVTVSS 

>5C2U:B_Camelus 

QVQLQESGGGLVQPGGSLRLSCVVSGDYYAIGWFRQAPGKERE 

GVAAISSRDGSTYYPDAVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCAADRR 

QRWGPYYYLSALEYVYWGQGTQVTVSS 



>5E7B:A_Camelus 

QVQLVESGGGSVQAGGSLRLSCTASGFTFDDSDMGWYHQAPGNECE 

LVSAIFSDGSTYYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAMYYCAAATT 

TVASPPVRHVCNGYWGQGTQVTVSS 

>5FOJ:A_Camelus 

QVQLQESGGGSVQVGGSLRVACAASGDTFSGYLAAWFRQAPGKGRE 

GVAAINSKRHTTSYADSVKGRFTISKDNADNIMYLEMNSLKPEDTAIYYCAAADA 

IGLAEYWSTPTLSAARYKYWGQGTQVTVSS 

>5HDO:A_Camelus 

QVQLQESGGGLVQAGGSLRLSCAASGFTLDSYAIGWFRQAPGKERE 

GVSCISASGGSTNYADSVKGRFTISRDNAKNTVYLQMNSLKSEDTAVYYCAADHP 

GLCTSESGRRRYLEVWGQGTQVTVSS 

>1MVF:B_Camelus 

QVQLVESGGGSVQAGGSLRLSCAASGFTYSRKYMGWFRQAPGKERE 

GVAAIFIDNGNTIYADSVQGRFTISQDNAKNTVYLQMNSLKPEDTAMYYCAASSR 

WMDYSALTAKAYNSWGQGTQVTVSS 

>2X89:A_Camelus 

QVQLQESGGGSVQAGGSLRLSCAASGYTDSRYCMAWFRQAPGKERE 

WVARINSGRDITYYADSVKGRFTFSQDNAKNTVYLQMDSLEPEDTATYYCATDIP 

LRCRDIVAKGGDGFRYWGQGTQVTVSS 

>3TPK:A_Camelus 

EVQLVESGGGSVQPGGSLRLSCTASGYTFSQEFVIWFRQAPGKERE 

IVSGISLRKGWTYYADSVKGRFTISQDNAKNTVYLQMNNLKPEDTAMYYCAAAPT 

ATHALYFDYWGQGTQVTVSS 

>5C3L:D_Camelus 

QVQLQESGGGLVQPGGSLRLSCAASGFTFSNYAMSWVRQAPGKGLE 

VVSDIGSGGDRITYADSVKGRFTISRDNAKNTLYLQMNSLKPEDTAVYYCANQYG 

RGPGTQVTVSS 

>4LGP:D_Camelus 

QVQLVETGGGLVQPGGSLTLSCAGSGGTLEHYAIGWFRQAPGKEHE 

WLVCNRGEYGSTVYVDSVKGRFTASRDNAKNTVYLQLNSLKPDDTGIYYCVSGCY 

SWRGPWGQGTQVTVS 

>4LGR:B_Camelus 

VQLVESGGGLVQPGGSLRLHCAASGSIASIYRTCWYRQGTGKQRE 

LVAAITSGGNTYYADSVKGRFTISRDNAKNTIDLQMNSLKPEDTAVYYCNADEA 

GIGGFNDYWGQGTQVTVSS 

>4LGS:B_Camelus 

QVQLVESGGGLVQAGGSLSLSCAASGGDFSRNAMAWFRQAPGKERE 

FVASINWTGSGTYYLDSVKGRFTISRDNAKNALYLQMNNLKPEDTAVYYCARSTV 

FAEITGLAGYQSGSYDYWGQGTQVTVSS 

>4LHJ:B_Camelus 

QVQLVESGGGLVQAGGSLRLSCAASGSIVNFETMGWYRQAPGKERE 

LVATITNEGSSNYADSVKGRFTISGDNAKNTVSLQMNSLKPEDTAVYYCSATFG 

SRWPYAHSDHWGQGTQVTVS 

>4LHQ:D_Camelus 

VQLVETGGGTVQTGGSLRLSCSASGGSFSRNAMGWFRQAPGKERE 

FVAAINWSASSTYYRDSVKGRFTVSRDNAKNTVYLHLNSLKLEDTAAYYCAGSSV 

YAEMPYADSVKATSYNYWGQGTQVTVSS 

>ACZ18162.1 _Camelus dromedarius 

EVQLQESGGGSVQAGGSLRLSCAASGDTVRTMAWFRQAPGKERE 

GVAGFNLPISRPYYADGMKARFTISGDKSKNTVTLQMDNLAPEDTANYYCAATRY 

TLDLSSRIFQGDFDHWGHGTQVTVSS 

>ACZ18163.1 _Camelus dromedarius 

EVQLQESGGGKVQPGGSLRLACTISGFTINTYYMTWARQVSGKGLE 

WVAGITRDGSRTDYIDSVKGRFTVSRDDAKNTVYLQMDNLKSEDTAVYYCGTGRR 

WATNPTYQGKGTQVTVSS 

>AEA07719.1 _Camelus dromedarius 

QVQLQESGGGSVQAGGSLRLSCAASGLTDSTCGMAWYRQAPGKERE 



LVSTIITDGNTYYADSVKGRFTISQDNAKNRVFLQMNSLKPEDTAMYYCN 

SWSESKRLCLPDNYWGQGTQVTVSS 

>AFW03621.1 _Camelus dromedarius 

DVQLEESGGGSVQAGGSLRLSCAASGYIYSTYCMGWFRQAPGKERE 

GVAAINDVGGSVYYADSVKGRFTISQDIAQDTMYLQMNDLTPENTVTYTCAALRC 

LSDSDPDTRVHMYYDWGQGTQVTVSS 

>AFW03622.1 _Camelus dromedarius 

DVQLEESGGGSVQTGGSLRLSCAASGYTYSSACMGWFRQGPGKERE 

AVADVNTGGRRTYYADSVKGRFTISQDNTKDMRYLQMNNLKPEDTATYYCATGPR 

RRDYGLGPCDYNYWGQGTQVTVSS 

>AFW03623.1 _Camelus dromedarius 

EVQLEESGGGLVQPGGSLTLSCAASGYTFTNCAAGWYRQAPGKECE 

LVASIFSGNRTNYADSVKGRFTISRDNTKDIVYLQMNSLKPEDTTVYYCDART 

PCWGQGTQVTVSS 

>AFW03624.1 _Camelus dromedarius 

EVQLEESGGGSVQAGGSLRLSCAASGYTFLQLLHGWFRQAPGKERE 

VVARFNTDINKTFYLESVKGRFTLSQDNAKNTLYLQMNSLKPEDTAIYYCAASRP 

DSTCDYFAYRGQGTQVTVSS 

>AJC50734.1 _Camelus dromedarius 

VQLQQSGGGSVQAGGSLRLACAASASGYTESVKWMGWFRQAPGQERE 

GVAVISIPGGSTYYDDDVKGRFTISQDNAKNTVYLQMNSLKPEDTAMYYCAARNA 

GGRFRPSAAGGYNYWGQGTQVTVS 

>AKF02407.1 _Camelus dromedarius 

EVQLVESGGGSVQAGGSLRLSCAASGYTYCSYGMSWYRQAPGKERE 

FVSAIDSDGSTSYADSVKGRFTISQDNAKNTVYLQMNSLIPEDTAMYYCKTDQT 

GGSWWADCRYLEVWGQGTMVTVSS 

>AKF02408.1 _Camelus dromedarius 

QVQLVESGGGSVQAGGSLRLSCVASGYTCYTDDRSWSRQAPGKERE 

FVSIIVSDGTTTYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTGMYYCKIVCR 

DRWNVRQTYWGQGTLVTVSS 

>AKF02409.1 _Camelus dromedarius 

EVQLVESGGDSVQAGGSLRLSCQPIYTYSSNCIGWFRQAPGKERE 

GVAGLYTADGSTNYTESVKGRFTISQDNAKNTVFLQMNSLKPEDTATYHCAADFV 

SLRTCMTAIQAQTRNFTYWGRGTMVTVSS 

>AGV76520.1 _Camelus bactrianus 

HVQLVESGGGSVQAGGSLRLSCKASGYAYVSNCLAWFRQAPGKERE 

EVAAIYSGGGSTYYADSVKGRFTISLDIPKSAVYLQMNSLKPDDTAMYYCAALSG 

VCDGGPSMTAIQGIGVQGTQVTVSS 

>AGV76521.1 _Camelus bactrianus 

HVQLVESGGGSVQAGGSLRLSCAASGDGYMRNCMGWFRQAPGKERE 

GVAIVATGGRSLYYADFMKGRFTISQDNPKNTLYLQMNILEPEDTAMYYCAAETR 

GDCSGGYLGPDPYNYWGQGTQVTVSS 

>AGV76522.1 _Camelus bactrianus 

QVQLVESGGGSVQAGGSLRLSCTASGYTYSSNYLGWFRQTPGKERE 

GVAAIYRGGLRGGGRTYYADSVKGRFTISRDNAENTVYLEMNGLIPEDTAMYYCAASTG 

RLWAGYDWYRPEPYNFWGQGTQVTVSS 

>AGV76523.1 _Camelus bactrianus 

HVQLVESGGGSVQAGGSLKLSCAVSGHISSTCGRGWYRQAPGKERE 

LVSIITSDGTIVYADSVKGRFTISQDNVENTLSLQMNSLKTDDTGVYYCAAC 

RYWWGQGTLVTVSS 

>AGV76524.1 _Camelus bactrianus 

QVQLVESGGGSVQAGGSLRLSCVASGYTYSRYYMGWFRQAPGKERE 

GVATFDSDGRTIYADSVKGRFTISKDNAKNTLYLQMNNLKLEDTAMYYCAAKI 

PPKTWFEYNYWGQGTLVTVSS 

>AGV76525.1 _Camelus bactrianus 

DVQLVESGGGSVQAGGSLRLSCAASGYTYGSNFMGWFRQAPGKERE 

GVAYIDGDGSTTYAGSVKGRFTISKDNAHNTLYLQMNSLKPDDTAAYYCASTRH 

DTRATLEDLWYNYWGQGTQVTVSS 



>AGV76526.1 _Camelus bactrianus 

QVQLVESGGGSVQAGGSLRLSCAASGYVYISYCMGWFRQAPGKERE 

GVAAIYTGGGTTSYADSVKGRFTISQDNAKNTVYLQMNSLKPEDTAMYYCAADCS 

IATIAPGSPLIEFGFWGQGTLVTVSS 

>AGV76527.1 _Camelus bactrianus 

DVQLVESGGGSVQAGGSLRLSCAASGYTYSSNCMGWFRQAPGKERE 

GVAAIYTVGGSTYYTDSVKGRFTISKDNAKNTLYLQMNSLKPEDTTMYYCAAGWS 

RADSWCYLPDLGYWGQGTQVTVSS 

>AGV76528.1 _Camelus bactrianus 

QVQLVESGGGSVQAGGSLRLSCATSGYRTSNYCMGWFRQAPGKERE 

EVATIDRVDTTTYAGSVKGRFTISKDNAKNTLYLQMNSLKPEDTAMYYCAASLR 

YYCNPKEGLFKNWGQGTLVTVSS 

>AGV76529.1 _Camelus bactrianus 

EVQLVESGGGLVQPGGSLRLSCATSGFTFSIYDMSWVRQAPEKGLE 

WVSQIKSDGSTTYYADSVKGRFSISRDNAKNTLYLQMNNLKTEDTAAYYCATDTE 

VIAGRPVSRELNRRGQGTLVTVSS 

>AGV76530.1 _Camelus bactrianus 

HVQLVESGGGSVQAGGSLRLSCVASEYTYSSYCMGWFRQSPGKERQ 

GVAVIDSDGSTHYADSVKDRFTISKDNAKNTLYLQMNNLKPEDTAVYYCALDYY 

SDYDESCDYNYWGQGTQVTVSS 

>AGV76531.1 _Camelus bactrianus 

DVQLVESGGGSVQAGGSLRLSCAASGYTYSSSNCIGWFRQAPGKERE 

GVATIYTGGGITYYADSVKGRFAISQDNAKNTVYLQMNSLKPEDTAMYYCATQRA 

EWGECILDDYNYWGQGTQVTVSS 

>AGV76532.1 _Camelus bactrianus 

QVQLVESGGGLVQAGGSLRLSCIASGLTFNNYAWGWFRQAPGKERE 

GVSCINWSGGSTYYADSVKGRFTISRDNAKNTLYLQMNSLKPEDTAMYYCAASHD 

LEVVTTVQALGAMTPRAYSYWGQGTLVTVSS 

>AGV76533.1 _Camelus bactrianus 

QVQLVESGGGSVQAGGSLRLSCAVSGSYPSSTLCMGWFRQSPGKERE 

GVATIDSDGSTSHIDSVKGRFSLSRDNAKNTMYLQMNNLEPEDTGMYYCAADPV 

GYWSRAGECQPRKDYFGYWGQGTQVTVSS 

>AGV76534.1 _Camelus bactrianus 

EVQLVESGGGSVQAGGSLRLSCRASRYTYSRMCMGWFRQTPGKERE 

GVAAIDSAGNTNYVDSVKGRFTISQDNAKNTLYLQMNSLKPEDTAIYYCAAVAS 

VVAHRCSPSPDYNYWGQGTQVTVSS 

>AGV76535.1 _Camelus bactrianus 

QVQLVESGGGSVQAGGSLRLSCAASGYTYSSYCMGWFRQAPGKERE 

GVAAIDSDGSTSYADSVKGRFTISQDIAKNTLYLQMNSLKPEDTAMYYCAAVWG 

SGCSGGYPRLGYWGQGTLVTVSS 

>AGV76536.1 _Camelus bactrianus 

HVQLVESGGGSVQAGGSLRLSCTASGFTFDDSDMGWYRQAPGNECE 

LVSTISSDGSTYYADSVKGRFTISQDNAKNTLYLQMNSLKPEDTALYYCAADYG 

WGGYCYNLETFGFGYWGQGTLVTVSS 

>AGV76537.1 _Camelus bactrianus 

HVQLVESGGGSVQAGGSLRRSCAASGYIASRNCMGWFRQAPGKEHE 

GVAAIYTGGGSTYYADSVKGRFTISQDNAKNTVYLQMNSLKPEDTAMYYCAAGYG 

GDCVGDFGYWGQGTLVTVSS 

>AGV76538.1 _Camelus bactrianus 

QVQLVESGGGSVQAGGSLRLSCAASGYTFSRYCMGWFRQAPGKERE 

GVATIYPGGGTTYYDYSMEGLFIFSHDNANNLVYLLMNLLKADDAVLYCCAEYWL 

DGRDCYSIYDYNYWTQVTHVMFSS 

>AGV76539.1 _Camelus bactrianus 

QVQLVESGGGLVQPGGSLRLSCVASGFTFVEYTMGWIRQAPGKGME 

WVSTLSWNGITTHYADSVKGRFTISRDSAKNTMYLHMNALKPEDTAVYYCARLKW 

AGYYKDWSALTDFDTWGQGTLVTVSS 

>AGV76540.1 _Camelus bactrianus 

QVQLVESGGGSVQAGGSLRLSCAASGYTYSSNCMGWFRQAPGKERE 



GVAAIYTGGGSTYYADSVKGRFTISQDNAKNTVYLQMNSLKPEDTAMYYCAVPPR 

NREAGDCYSGSWSKPREYNYWGQGTQVTVSS 

>AGV76541.1 _Camelus bactrianus 

QVQLVESGGGSVQAGGSLRLSCVASGYTYSSYCMGWFRQAPGKERE 

GVGAIDSDGSTSYADPVKGRSTISKDNVANTLYLQMNSLKPEDTAMYYCAAHVL 

CRLLKVLGIRGQGTLVTVSS 

>AGV76542.1 _Camelus bactrianus 

QVQLVESGGGSVQAGGSLRLSCAASGHTFSVLSMGWFRQAPGKDRE 

GVAAIDSDGSTRYADSVKGRFTISKDNAKNTLYLHMNSLKPEDTAMYYCAADLF 

GLLFRLLEAESYNYRGQGTLVTVSS 

>AGV76543.1 _Camelus bactrianus 

QVQLVESGGGSVQAGGSLRLSCAASGYTYSGNYMGWFRQAPGKERE 

GVGVISTDGSSTAYDDPVKGLFTISQDNAKNTLYLQMNGLKTDDTAVYYCATGRP 

NARASRGQGTQGTVSS 

>AGV76544.1 _Camelus bactrianus 

QVQLVESGGGSVQAGGSLKLSCAASGYIFSSCGMGWYRQAPGKERE 

LVSTISSDGTTSYADSVKGRFTISQDNAKSTLYLQMNSLKTEDTAVYYCAAD 

PWYPAACNYWGQGTQVTVSS 

>AIG20205.1 _Camelus bactrianus 

DVQLVESGGGSVQTGGSLTLSCAASGSTVTIGSMGWFRQAPGKERE 

GVALIYTGRGSTNYADSVKGRFTISQGNAKNTVYLQMNSLKPEDTAIYYCAAAPG 

RPSLKYEMRQVDFRYWGQGTQVTVSS 

>AIG20206.1 _Camelus bactrianus 

DVQLVESGGGLVQPGGSLRLSCAASGFTFSNYYMSWVRQAPGKGLE 

WVSSIYSYGTSTYYADSVKGRFTISRDNAKNTLYLQMNSLKPEDTAVHYCAASDS 

SWRIVIEHNYWGQGTQVTVSS 

>ALN98711.1 _Camelus bactrianus 

QVQLQESGGGLAQPGGSLRLSCAASGNTDSLYCMAWFQQAPGKDRK 

RVARLCVDGTIDYADSVKGRFTISRDNAKRTLYLQMNSLKPEDTAMYYCAARQE 

LRITYPYWGRGTQVTVSS 

>ALN98712.1 _Camelus bactrianus 

QVQLQESGGDSVQAGGSLKLSCAASGYIFSTCGMGWYRQAPGKERE 

LLSTRSIDGTTRYADSVKGRFTISQDRAKHTLYLQMNSLKTEDTAVYYCRAGGG 

SGSWCPGNYWGQGTQVTVSS 

>ALN98713.1 _Camelus bactrianus 

QVQLQESGGGSVHSGGSLRLSCLAAGYTDRNYCMGWFRQAPGSQRE 

GVAVIDSAGNTAYADSVKGRFTISQDNAKNTLWLRMNTLKPEDTAMYYCAAIAK 

EYNRGGYYCRSSGRVDYWGQGTQVTVSS 

>ALN98714.1 _Camelus bactrianus 

QVQLQESGGGSVQSGGSLRLSCVASGYRLNLNCMGWFRQAPGKERE 

GVATIASDSYGRYADSVRGRFAISQDNAKNTLYLQMNTLNPEDTATYYCAAWRG 

DCGIPDMLRTDNYRGQGTQVTVSS 

>ALN98715.1 _Camelus bactrianus 

QVQLQESGGGSVQSGGSLRLSCAASGYTITNSYRMAWFRQAPGKERE 

GVAAINSGGSTTYADSVKGRFTISQDNAQNTLYLQMNSLKAEDTAMYYCAAGRV 

QWWPVLRALNEDDYLYWGQGTQVTVSS 

>ALN98716.1 _Camelus bactrianus 

QVQLQESGGGLVQPGGSLRLSCAASGFTFSSYDMHWVRQAPGKGLE 

WVSRINRHGTTTYYADSVKGRFTISRDNAKNMLYLQLNSLNTEDTAMYYCARDSP 

IGWSGNNDRGQGTQVTVSS 

>ALN98717.1 _Camelus bactrianus 

QVQLQESGGGSVQSGGSLRLSCAASAYTYSTYCMGWFRQAPGKERE 

GVAIIDSDGSTSYADSVKGRFTISQDNAKNTLYLQMNSLKPEDTAMYYCAAESL 

YSSFRTPLSSCDFDYWGQGTQVTVSS 

>AIZ03025.1 [Camelidae mixed library] 

QVKLEESGGGSVQAGGSLRLSCAASGHTYSTYCMGWFRQVPGKERE 

GVARINVGGSSTWYADSVRDRFTISQDNAKNTVYLQMNSLKLEDTAIYYCTLHRF 

CNTWSLGTLNVWGQGTQVTVSS 



>AIZ03026.1 [Camelidae mixed library] 

QVKLEESGGGLVQAGGSLRLSCAASGRTFSSYAMGWFRQTPGKERE 

LVAAINWSGGNTHYADSVKGRFTISRDNAKSTVYLQMNSLKPEDTAVYYCAAP 

KGHTGDHYWGPGTQVTVSS 

>AIZ03027.1 [Camelidae mixed library] 

QVKLEESGGGLVQAEGSLRLSCVTSGRIEGILLVGWYRQGPGKQRD 

VVASIDRNGNTRYDGSAEGRFTIARENANTVYLQMNNLRPEDSNVYVCGALSS 

GVNPWAWGQGTQVTVSS 

>AIZ03028.1 [Camelidae mixed library] 

QVKLEESGGGLVQAGGSLRLSCAASGSTFSIYTMGWFRQAPGKERE 

FVADISWNGGSTYYADSVKGRFTIYRDNYKNTVYLQMNSLKPEDTAVYYCNADDL 

MIDRDYWGQGTQVTVSS 

>AIZ03029.1 [Camelidae mixed library] 

QVQLVESGGGSVQAGGSLSVSCAASGRSSFSRYFMGWFRQAPGKERE 

FVAAISWTGSSTYYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCAADFL 

RGSRRYGINTTEEYDYWGQGTQVTVSS 

>AHW48350.1 _Camelus bactrianus 

DVQLVESGGGLVQAGGSLRLSCTASGFTFDDYTMGWFRQAPGKERE 

GVSYIGWSGSTSGSTTYYTDSVKGRFTISRDNAKNTLYLQMNSLKPEDTAMYYCAAARY 

RGIGSQVRWTDFIYWGQGTLVTVS 

>AMT92207.1 _Camelus bactrianus 

QVQLQESGGVLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLE 

WVSSINSGGGDTHYADSVKGRFTISRDNAKNTLYLELNSLKTEDTAMYYCAKAAS 

EYWSGGYYYTMLEFWREHDYWGQGTQVTVSS 

>AMT92206.1 _Camelus bactrianus 

QVQLQESGGGSVQAGGSLRLSCTASGRTFDDYTMGWFRQAPGKERE 

GISYISWSGRNTGIADSVKGRFTTSRDSAKNTLYLQMNNLKPEDTAMYYCAAGRR 

AWSLRTAEYNYWGQGTQVTVSS 

>AMT92205.1 _Camelus bactrianus 

QVQLQESGGGSVISGGSLRLSCAASGYTYSRYSLGWFRQVPGKERE 

GVASITSAGSTTYADSVKGRFTISQDNAKSTLYLQMNSLKPEDTAMYYCALAGR 

FYNPQHWALRSGEYAYWGQGTQVTVSS 

>2XT1:B_Vicugna pacos 

QVQLVESGGGLVQAGGSLRLSCAASGSFFMSNVMAWYRQAPGKARE 

LIAAIRGGDMSTVYDDSVKGRFTITRDDDKNILYLQMNDLKPEDTAMYYCKASG 

SSWGQGTQVTVSS 

>4JVP:A_Vicugna pacos 

EVQLQASGGGLVQPGGSLRLSCTASGFTDDYYAIGWFRQAPGKERE 

GVSCITNFDGGTYYADSVKSRFTMSRDNAKNTVYLQMNSLKPEDTAVYYCAADKG 

LCSWLRAGGKVTFGSWGQGTQVTVSS 

>4TVS:A_Vicugna pacos 

QVQLVESGGGLVQAGGSLRLSCAASGRTLSSYAVGWFRQAPGLERE 

FVATISRSGGSTHYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCAATFT 

PDGSWYYTRGSSYDYWGQGTQVTVSS 

>4X7F:D_Vicugna pacos 

DVQLVESGGGLVQPGGSLRLSCAASESILSFNHMAWYRQGPGEQRE 

LVAVITREGSTDYADSVKGRFTISRDNAKNMVYLLMSNLRPEDTAVYYCNRGIS 

NPWGQGTQVTVSS 

>4XT1:C_Vicugna pacos 

QVQLVESGGGLVRPGGSLRLSCAASGSIFTIYAMGWYRQAPGKQRE 

LVARITFGGDTNYADSVKGRFTISRDNAKNAVYLQMNSLKPEDTAVYYCNAEET 

IVEEADYWGQGTQVTVSS 

>4YGA:B_Vicugna pacos 

QVQLVETGGGLVQPGESLRLSCVASGFTLDHSAVGWFRQVPGKERE 

KLLCINANGVSLDYADSIKGRFTISRDNAKNTVYLQMNDLKPEDTATYSCAATRE 

FCSAYVFLYEHWGQGTQVTVSS 

>5E0Q:A_Vicugna pacos 

QVQLVESGGGPVEAGGSLRLSCAASGRSFSNSVMAWFRQAPGKERE 



FLSVLNWSSGRTSIADSVKGRFTMSRDPAKITVYLQMNGLKPEDTAVYYCAASNR 

GSLYTLDNQNRYEDWGQGTQVTVSS 

>5HVH:C_Vicugna pacos 

QVQLQESGGGLVQAGGSLRLSCAASGSIFSPNAMGWYRQAPGKERE 

LVAARTNVGSTYADSVKGRFTVSRDNAKNTVYLQMNSLKPEDTAVYYCNAWGQ 

DGWLGQYDYWGQGTQVTVSS 

>5IVN:A_Vicugna pacos 

QVQLVESGGGLVQPGGSLTLSCTASGFTLDHYDIGWFRQAPGKERE 

GVSCINNSDDDTYYADSVKGRFTIFMNNAKDTVYLQMNSLKPEDTAIYYCAEARG 

CKRGRYEYDFWGQGTQVTVSS 

>ACZ80603.1 _Vicugna pacos 

DVQLVESGGGLVQAGGSLRLSCAASGIIFSINAMGWYRQAPGKERE 

LVAAISSNGNTLYADSVKGRFTISRDNAKNTLYLQMNSLKPEDTAMYYCTAPD 

DEYDYWGQGTQVTVSS 

>ACS73863.1 _Vicugna pacos 

HVQLQQSGGGLVQPGGSLRLSCAASGSIFSIYAMGWYRQAPGKQRE 

LVAAISSYGSTNYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCNADIA 

TMTAVGGFDYWGQGTQVTVSS 

>ACS73864.1 _Vicugna pacos 

EVQLQESGGGLVQPGGSLRLSCAASGFTLDYYAIGWFRQAPGKERE 

GVSCISISGGSTNYADSVKGRFTISRDNAQNTVYLQMNSLKPEDTAVYYCAAGPP 

CDPTHGLIEYDYWGQGTQVTVSS 

>ACS73865.1 _Vicugna pacos 

QVQLQQSGGGLVQPGGSLRLSCAASGFTLDYYAIGWFRQAPGKERE 

GVLCISSSGGSTNYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCAADDL 

RCGSNWSSYFRGSWGQGTQVTVSS 

>ACS73866.1 _Vicugna pacos 

HVQLQQSGGGLVQPGGSLRLSCAASGFTLDYYAIGWFRQAPGKERE 

GVSCISSSDGSTYYADSVKGRFTISRDNAKNTVYLQMNSLKAEDTAVYYCAADDV 

KCRAATIATPRSFGFWGQGTQVTVSS 

>ACS73867.1 _Vicugna pacos 

HVQLQQSGGGLVQPGGSLRLSCAASGFTLDYYAIGWFRQAPGKERE 

GVSCISSSGGSTYYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCAVAQS 

CLRGGVRGGYWGQGTQVTVSS 

>ACS73868.1 _Vicugna pacos 

QVQLVESGGGSVQPGGSLRLSCAAIGSVFTMYTTAWYRQTPGNLRE 

LVASITDEHRTNYAASAEGRFTISRDNAKHTVDLQMTNLKPEDTAVYYCKLEHD 

LGYYDYWGQGTQVTVSS 

>AER93245.1 _Vicugna pacos 

QVQLQESGGGLVQPGGSLRLSCAASGLIFRFSAMSWYRQGPGKERE 

LVAGITSNGGTTNYADFAKGRFTISRDNAKNTVDLQMNSLKPEDTAVYYCHAGLR 

MDSRDWGQGTQVTVSS 

>AER93247.1 _Vicugna pacos 

QVQLQDSGGGLVQAGGSLRLSCAVSGLSFRSYGMGWFRQAPGKERE 

FVARISWIGGFTHYTDSVKGRFTISRDNAKNTLYLQMNSLKPEDTAVYYCAAPGA 

PYSDRGRNASEYGYWGQGTQVTVSS 

>AER93248.1 _Vicugna pacos 

QVQLQDSGGGLVQAGGSLTLSCTASGRSFSNHAMGWFRQAPGKERG 

FVAAVGWIAGNTYYADSVKGRFTISRDNAKNTLSLQMNNLKPEDTAVYYCAARNA 

LRPVSNNLSDYTYWGQGTQVTVSS 

>AER93249.1 _Vicugna pacos 

QVQLQESGGGLVQPGGSLRLSCATSGIILRFTSMAWYRQAPGKERE 

LVARITSSGSTRYADSVQGRFTISRDNVNKAVYLQMNNLEPEDTAVYYCNTQ 

DLWGQGTQVTVSS 

>AER93250.1 _Vicugna pacos 

QVQLQESGGGLVQAGGSLRLSCAASRRLYSSYSLGWFRQAPGKERE 

FVAALGWIANGTYYADSAKGRFTISRGNAMVFLQMNSLKSEDTAVYYCAARLG 

SVREAPREYTYWGQGTQVTVSS 



>AER93251.1 _Vicugna pacos 

QVQLQDSGGGLVQAGGSLRLSCTASGRTFRLYNMGYFRQAPGKERE 

FVAAITWLGGRAYYADSVKGRFTISRDGAKNTLSLQMSSLKPEDTAVYYCAAKNR 

GSDSDVVRGYDYWGQGTQVTVSS 

>AER93253.1 _Vicugna pacos 

QVQLQESGGGLVQPGGSLRLSCAASGFTFSRSPMSWVRQAPGKGLD 

WVSDITYNGVTSYTDSVKGRFSISRDNVKNTLYLQMNSLKPEDTAVYYCAPGLR 

GRGSPRGQGTQVTVSS 

>AER93254.1 _Vicugna pacos 

QVQLQESGGGLVQPGGSLRLSCAASGFTFSRSPMSWVRQAPGKGLD 

WVSDISSGDGVTSYADSVKGRFSISRDNAKNTLYLQMNNLKPEDTAVYYCAPGLR 

GRGSPRGQGTQVTVSS 

>AER93255.1 _Vicugna pacos 

QVQLQDSGGGLVQPGGSLRLSCATSGIILRFTSMAWYRQAPGKQRE 

LVARITSSGKTNYADSVQGRFTISRDNVNKAVYLQMNSLDPEDTAVYYCNTQ 

DLWGQGTQVTVSS 

>AER93256.1 _Vicugna pacos 

QVQLQESGGGLVQPGGSLRLSCAASGFTFSRYTMSWYRQAPGKERE 

LVAAITKSGTAINYADSVKGRFTISRDNAKNTLYLQMNSLKPEDTAVYYCARGGF 

TIAPLDSYWGQGTQVTVSS 

>AGY32871.1 _Vicugna pacos 

QVQLVETGGGLAQAGDSLRLSCVEPGRTLDMYAMGWIRQAPGEERE 

FVASISGVGGSPRYADSVKGRFTISKDNTKSTIWLQMNSLKPEDTAVYYCAAGGD 

IYYGGSPQWRGQGTRVTVSS 

>AGY32872.1 _Vicugna pacos 

QVQLVESGGGLVQAGGSLRLSCAASGRINGDYAMGWFRQAPGEERE 

FVAVNSWIGGSTYYTDSVKGRFTLSRDNAKNTLSLQMNSLKPEDTAVYYCAAGHY 

TDFPTYFKEYDYWGQGTQVTVSS 

>AGY32873.1_Vicugna pacos 

QLQLVESGGGLVQPGGSLRLSCAASGFTLGSYHIGWFRHPPGKERE 

GTSCLSSRGDYTKYAEAVKGRFTISRDNTKSTVYLQMNNLKPEDTGIYVCAAIRP 

VLSDSHCTLAARYNYWGQGTQVTVSS 

>AGY32874.1_Vicugna pacos 

QLQLVESGGGLVQPGGSLRLSCAALEFTLEDYAIAWFRQAPGKERE 

GVSCISKSGVTKYTDSVKGRFTVARDNAKSTVILQMNNLRPEDTAVYNCAAVRP 

VFVDSVCTLATRYTYWGEGTQVTVSS 

>AGY32875.1 _Vicugna pacos 

QVQLVESGGGLVQPGGSLKLSCAASGFTLADYVTVWFRQAPGKSRE 

GVSCISSSRGTPNYADSVKGRATVSRNNANNTVYLQMNGLKPDDTAIYYCAAIRP 

ARLRAYRECLSSQAEYDYWGQGTQVTVSS 

>AGY32876.1_Vicugna pacos 

QVQLVESGGGLVQPGGSLGLSCAMSGTTQDYSAVGWFRQAPGKERE 

GVSCISRSGRRTNYADSVRGRFTISRDNAKDTVYLQMNSLKPDDTAVYYCAARKT 

DMSDPYYVGCNGMDYWGKGTLVTVSS 

>AGY32877.1 _Vicugna pacos 

QVQLVETGGLVQAGGSLRLSCAASGVPFSDYTMAWFRQAPGKERE 

VVARITWRGGGPYYGNSGNGRFAISRDIAKSMVYLHMDSLKPEDTAVYYCAASRL 

RPALASMASDYDYWGQGTQVSVSS 

>AGY32878.1 _Vicugna pacos 

QVQLVESGGGLVQPGESLRLSCVASASTFSTSLMGWVRQAPGKGLE 

SVAEVRTTGGTFYAKSVAGRFTISRDNAKNTLYLQMNSLKAEDTGVYYCTAGAG 

PIATRYRGQGTQVTVSS 

>AGY32879.1 _Vicugna pacos 

QVQLVESGGGLVQPGGSLTLSCTASGFTLNSYKIGWFRQAPGKERE 

GVSCINSGGNLRSVEGRFTISRDNTKNTVSLHMDSLKPEDTGVYHCAAAPA 

LNVFSPCVLAPRYDYWGQGTQVTVSS 

>AGY32880.1_Vicugna pacos 

QLQLVESGGGLVQPGGSLRLSCAASGFSLDPYVIGWFRQAPGKERE 



GVSCITSRAASRTSVDSVNERFTISRDNAKNTVDLHINNLKPEDSGVYYCAAVPP 

AKLPLFSLCRSLPAKYDYWGQGTQVTVSS 

>AHA34188.1_Vicugna pacos 

QVQLVESGGGLVQAGGSLRLSCATSGGTFSDYGMGWFRQAPGKERE 

FVAAIRRNGNGGNGIEYADSVKGRFTISRDNAKNTVHLQMNSLTPEDTAVYYCAASIS 

GYAYNTIERYNYWGQGTQVTVSS 

>AHA34191.1_Vicugna pacos 

QVQLVETGGGLVQAGGSLRLPCSFSGFPFDNYFVGWFRQAPGKERE 

GVSCISSSDGSTYYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCGADFL 

TPHRCPALYDYWGQGTQVTVSS 

>AHA34194.1_Vicugna pacos 

QVQLVESGGLVQAGGSLRLSCAASGRADIIYAMGWFRQAPGKERE 

FVAAVDWSGGSTYYADSVKGRFTISRDNAKNSVYLQMNSLKPEDTAVYYCAARRS 

WYRDALSPSRVYEYDYWGQGTQVTVSS 

>AHA34196.1_Vicugna pacos 

QVQLVESGGGLVQPGGSLKLSCRASGSIVSIYAVGWYRQAPGKQRE 

LLAAITTDGSTKYSDSVKGRFTISRDNAKNTVYLQMNNLKPEDTAIYSCIGDAA 

GWGDQYYWGQGTQVTVSS 

>AHA34198.1_Vicugna pacos 

QVQLVETGGALVHTGGSLRLSCEVSGSTFSSYGMAWYRQAPGEQRK 

WVAGIMPDGTPSYVNSVKGRFTISRDNAKNSVYLHMNNLRPEDTAVYYCNQWPR 

TMPDANWGRGTQVTVSS 

>AHA34200.1_Vicugna pacos 

QVQLVETGGGLVQPGGSLRLSCATSGFPFSTERMSWVRQAPGKGLE 

WVSGITEGGETTLAAPSVKGRFNISRDNARNILYLQMNSLKPEDAAVYYCFRGVF 

FRTSFPPELARGQGTQVTVSS 

>AHA34201.1_Vicugna pacos 

QVQLVESGGGLVQAGGSLRLSCAASGSAVSDSFSTYAISWHRQAPGKQRE 

WIAGISNRGATSYRDSVKGRFTISRDNAKNTVYLQMNNLKPEDTGVYYCEPWPR 

EGLGGGQGTQVTVSS 

>AHA34202.1_Vicugna pacos 

QVQLVESGGGSVXTGGSLTLSCVVSGSTFSDYAVAWYRQVPGKSRA 

WVAGVSTTGSTSYTDSVRGRFTISRDNHKKTVYLSMNSLKPEDTGIYYCNLWPF 

TNPPSWGQGTQVTVSS 

>AHA34203.1_Vicugna pacos 

QVQLVESGGAVVQPGGSLRLSCATSGFTFSDDRMSWARQAPGKGLE 

WVSGISTASEGFATLYAPSVKGRFTISRDNAKHMLYLQMDTLKPEDTAVYYCLRGVF 

FRTNIPPEVLRGQGTQVTVSS 

>AHA34204.1_Vicugna pacos 

QVQLVETGGDLVXPGGSLRLSCAASGSSFSRAAVGWYRQAPGKERE 

WVARLASGDMTDYTESVRGRFTISRDNAKHTVYLQMDNLKPEDTAVYYCKARIP 

PYYSIEYWGKGTRVTVSS 

>AHA34205.1_Vicugna pacos 

QVQLVETGGGLVQAGGSLRLSCVVSSPLFNLYDMAWYRQAPGNQRE 

LVAGILTDGRATYSDSVKGRFTISRNNLTNTVFLQMSSLKPEDTAVYYCNRKNS 

IYWDSWGQGTQVTVSS 

>AHA34206.1_Vicugna pacos 

QVQLVESGGGLVQAGGSLRLSCVASGLTFSRYGMGWFRQAPGQERV 

VVSVISPDGGSAYYADSVKGRFTISRDNAKNTVYLQMSTLRFEDTGVYYCTAGPR 

NGATTVLRPGDYDYWGQGTQVTVSS 

>ALD14642.1 _Vicugna pacos 

QVQLVESGGGLVQPGGSLRLSCAASGSSFSRYAMRWYRQAPGKQRE 

LVANINSRGTSNYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCNAEWL 

GRSEPSWGQGTQVTVSS 

>ALD14643.1 _Vicugna pacos 

QVQLVESGGGLVQPGGSLRLSCAASGFIFSLYTMRWHRQAPGKERE 

LVATITSATGITNYADSVKGRFIISRDDAKKTGYLQMNSLKPEDTAVYYCNAVRT 

TVSRDYWGQGTQVTVSS 



>ALD14644.1 _Vicugna pacos 

QVQLVESGGGLVQPGGSLRLSCAASGIIFSIYTMGWYRQAPGKQRE 

LVAAIPSGPSANATDSVGGRFTITRDNAENTVYLQMNDLKPEDTAVYYCNARRG 

PGIKNYWGQGTQVTVSS 

>ALD14645.1 _Vicugna pacos 

QVQLVESGGGLVQPGGSLSVSCAASGSIARPGAMAWYRQAPGKERE 

LVASITPGGLTNYADSVTGRFTISRDNAKRTVYLQMNSLQPEDTAVYYCHARII 

PLGLGSEYRDHWGQGTQVTVSS 

>ALD14646.1 _Vicugna pacos 

QVQLVETGGLVQPGGSLRLSCAASGLTFSSTAMAWFRQAPGKERE 

FVARISGAGITIYYSDSVKDRFTISRNNVENTVYLQMNSLKTEDTAVYYCAARRN 

TYTSDYNIPARYPYWGQGTQVTVSS 

>ALD14647.1 _Vicugna pacos 

QVQLVETGGLVQPGGSLRLSCAASRSTTATIYSMNWYRQAPGKQRE 

LVAGMTSDGQTNYATSVKGRFTISRDNAKNTVYLLMNSLKLEDTAVYYCYVKPW 

RLQGWDYWGQGTQVTVSS 

>ALD14648.1 _Vicugna pacos 

QVQLVESGGGLVQPGGSLRLSCAAPESIVNSRTMAWYRQAPGKQRE 

RVATITTAGSPNYADSVKGRFAISRDNAKNTVYLQMNSLKPEDTAVYYCNTLLS 

TLPYGQGTQVTVSS 

>ALD14649.1 _Vicugna pacos 

QVQLVESGGGLVQPGGSLGLSCVVASERSINNYGMGWYRQAPGKQRE 

LVAQISSGGTTNYADSVEGRFTISRDNVKKMVHLQVNSLKPEDTAVYYCNSLLR 

TFSWGQGTQVTVSS 

>ALD14650.1 _Vicugna pacos 

QVQLVETGGGLVQPGGSLRLSCAASGFTFSSYRMSWYRQAAGKERD 

VVATITANGVPTGYADSVMGRFTISRDNAKNTVYLEMNSLNPEDTAVYYCNAPRL 

HTSVGYWGQGTQVTVSS 

>ALD14651.1 _Vicugna pacos 

QVQLVESGGGLVQAGNSLRLSCTASGVIFSIYTMGWFRQAPGKERE 

FVAAIGVADGTALVADSVTGRFTISRDNAKNTVYLHMNSLKPEDTAVYSCAAYLS 

PRVQSPYITDSRYQLWGQGTQVTVSS 

>ALD14652.1 _Vicugna pacos 

QVQLVETGGGLVQAGGSLRLSCAASGRYAMGWFRQAPGKERE 

FVATISRSGAIREYADSVKGRFTISRDGAENTVYLEMNSLKPDDTAIYVCAEGRG 

ATFNPEYAYWGQGTQVTVSS 

>ALD14653.1 _Vicugna pacos 

QVQLAETGGGLVQAGGSLRLSCSASGLTFGNYAMGWFRQAPGKERE 

FVASISRSGSNTWYAEPLKGRFAISRDNDKNALYLQMNSLKPEDTAVYYCAGGSY 

NSDWWNYMYWGQGTQVTVSS 

>ALD14655.1 _Vicugna pacos 

QVQLVETGGGLVQAGGTLRLSCAASGRTFTSYYIGWFRQEPGKERE 

FVASIGWTDDNTYYADSVKGRFTISRDNAETTAYLQMSGLKPEDTAVYYCAADYG 

SGIRAWYNWIYWGQGTQVTVSS 

>ALD14656.1 _Vicugna pacos 

QLQLAETGGGLVQPGGSLRLSCAASGATLDTYIITWFRQAPGKERE 

AVSCINRSGSTTYSDSVKGRFTISRDNAQKTVYLQMNSLNPEDTAIYYCAADAS 

YRTCGGSWWNWAYWGQGTQVTVSS 

>ALD14657.1 _Vicugna pacos 

QVQLAESGGGSVQPGGSLRLSCAASGFTFSSYTMSWVRQAPGKGIE 

WVSDINGGGDRTDYADSVKGRFTISRDNARNTLYLQMNSLQPEDTAVYYCAKDLS 

YVSGTYFANDWGQGTQVTVSS 

>ALD14658.1 _Vicugna pacos 

QLQLAESGGGLVQPGGSLRLSCTASGIIFDYYSVDWYRQAPGKERE 

LVATITGDGSPNYADSVKGRFTISRDNAKKTVYLQMNGLKPEETAVYYCHAKRT 

IGTKSEYWGQGTQVTVSS 

>ALD14659.1 _Vicugna pacos 

QVQLAETGGGLVQAGGSLRLSCLASRMSFSRRPMAWYRQAPGKQRE 



RVATISSFGDTTNYTDSVEGRFTISRDNAKNTMYLQMNSLKPDDTAVYYCNTLLA 

TYAWGQGTQVTVSS 

>ALD14660.1 _Vicugna pacos 

QVQLAESGGGLVQAGGSLRLSCAASGRTFSSYVMGWFRQAPGKERE 

FVAAISRNGGKTYYADSVKGRFTISRDGTENTVYLQMNSLKPEDTAVYYCAAAVA 

ASAEFVTARSNFYEYWGQGTQVTVSS 

>ANJ89046.1_Vicugna pacos 

QVSSWRPAGGLVQAGGSLRLSCAASGLTLSTKTMGWFRQSPGKERY 

FVAAITWIGEPNYANSVKGRFTVSRDNAKNTVYLQMHSLKPEDTAVYYCAAADP 

VRRPYYYENENNYNYWGQGTQVTVSS 

>ANJ89047.1_Vicugna pacos 

QLQLVETGGGLVQAGGSLRLSCAASGFIFRDYAMSWVRQAPGKGFE 

WVSSINTGGSGAAYSDSVAGRFTISRDNAKNMVYLEMNSLKPEDTAVYYCARTDF 

GQRVFTTRGRDWGQGTQVNVS 

>ANJ89048.1_Vicugna pacos 

QLQLVESGGGLVQAGGSLRLSCAASGLSLSDYAMGWFRQAPGKERE 

FVSGIGWNGLRIAYADFVKGRFTISRDNAKNTAYLQMNSLKPEDSAVYYCAAARS 

EWGSRAVYDYWGQGTQVTVSS 

>ANJ89049.1_Vicugna pacos 

QVQLVETGGGLVQPGGSLRLSCAASGFTFSDYYMTWVRQAPGKGPE 

WVSWINSRGTGTGYADSVQGRFTISRDNAKNTLYLQMDSLRPEDTGLYYCARGMI 

HIETTLPQARGQGTQVTVSS 

>ANJ89050.1_Vicugna pacos 

QLQLVESGGGLVQAGGSLRLTCALSERTSTSYAQGWFRQPPGKERE 

FVASLRTHDGNTHYTDSVKGRFTISRDNAENTLYLQMNSLKTEDTAVYYCAASLG 

YSGAYASGYDYWGQGTQVTVSS 

>ANJ89051.1_Vicugna pacos 

QVQLVETGGGLVQPGGSLRLSCAASGGTLRNYDMAWFRQAPGKERE 

FVASIGRNGHIISYSDSARGRFTISKDSAKNALYLQMNDLKPEDTAVYYCAAGSG 

VGYAFQPTRQDWGQGTQVTVSS 

>ANJ89052.1_Vicugna pacos 

QLQLVESGGGLVQRGGSLRLSCAASGGTVSTIDMGWFRQVPGKERE 

FVAGMSSSGHVTSTGDSVKGRFTISKDNAKNTVYLQMNDLKPEDTAVYYCASGNW 

NSRAREYDSWGQGTQVTVSS 

>ANJ89053.1_Vicugna pacos 

QLQLVESGGGFVQPGGSLRLSCAASGLSFNFDWQYWVRQAPGKGIE 

WVSGINQRGTGTTYADSVAGRFTISRDDAKNTLYLQMNRLKPEDTAVYYCAIDRL 

GGMRGQGTQVIVSS 

>ANJ89054.1_Vicugna pacos 

QLQLVESGGGLVQAGGSLRLSCAASGFTFRNSAMSWVRQAPGKGLE 

WVSTINTGGSGAAYADAVAGRFTISRDNAKNTLYLQMNSLKPEDTAVYYCKDSDF 

GQRIFTTRGRDWGQGTQVTVSS 

>ANJ89055.1_Vicugna pacos 

QLQLVETGGGLVQPGGSLRLSCAASGFTLSSYDMSWVRQAPGKGLE 

WVSAISSSGSWSSYADSVKGRFTISRDNAKNTLFLRMNSLKPEDTAVYYCTKGIS 

NNYESPKGQGTQVTVSS 

>ANJ89056.1_Vicugna pacos 

QVQLVESGGGVVQAGGSLRLSCAASGFTFRDYAMHWVRQAPGKGLE 

WVSATNAGGALTAYSDSVAGRFTISRDNAKNTLYLQMNSLKPEDTAVYYCSKNDF 

GQRLFTSRGRDWGQGTQVTVSS 

>ANJ89057.1_Vicugna pacos 

QLQLVETGGGLVQAGGSLRLSCAASGFMFRDYAMSWVRQAPGKGLE 

WVSSITPSGGGAAYSDSVAGRFTFSRDNAKNTLYLQMNSLKPEDTAVYYCARTDF 

GQRVFTTRGRDWGQGTQVTVSS 

>ANJ89058.1_Vicugna pacos 

QLQLVETGGNLVQAGGSLRLSCAASGFTFPNFDMSWVRQAPGKGLE 

WVSSINTRGKIEAYADAVKGRFTISRDNAANTLYLRMDSLKPEDTAVYFCVKSDF 

GQRIFTTRGRDWGQGTQVTVSS 



>ANJ89059.1_Vicugna pacos 

QVQLVESGGGLVQAGGSLRLSCATAGRTLSTKTMGWFRQTPGKERD 

FVAAITWIGDTYYANSVKGRFTISRDIAKNTVYLQMHSLTPEDTAVYYCAAADP 

VRRPYYYENNNNYNYWGQGTQVTVSS 

>ANJ89060.1_Vicugna pacos 

QLQLVESGGDLVQAGGSLRLSCAASGGTLSSYAMGWFRQAPGKERE 

FVAGIGWSGKRIAYADFVKGRFTISRDNAKNTVYLQMNSLKPEDSAVYSCAAARS 

EWGSRAEYDYWGQGTQVTVSS 

>ANJ89061.1_Vicugna pacos 

QVQLVETGGGLVQAGGSLRLSCAASGIIFRPNYMGWYRQAPGKQRE 

PVATLTSGGTTHIADSVKGRFTISRDNDKNTVDLQMNSLKPEDTAVYYCNYRRS 

MASNPYDYWGQGTQVTVSS 

>ANJ89062.1 _Vicugna pacos 

QLQLVESGGGLVQAGGSLTLSCVASGRPFRNYRLGWFRQAPGKERE 

FVAAINWGGVITNYADSVKGRFTISRDDAKNTVYLQMNSLKPEETAVYYCAAFDS 

TGSPIVRDNYEYWGQGTQVTVSS 

>ANJ89063.1 _Vicugna pacos 

QVQLVETGGGLVQAGGSLRLSCVGSGSIASLNGMGWYRQGPGKQRE 

LVARFTNIGETYYADSVKGRFTISRDNANKTVSLQMNSLKPEDTAVYYCNYPL 

RTMEYWGKGTLVTVSS 

>ANJ89064.1 _Vicugna pacos 

QVQLVETGGGLVQTGGSLRLSCKASGRTFSNSIMGWFRQAPGKERD 

FVAKISWRNDYTTYADSVKGRFTISRDNASNMVYLLMNNLKPEDTAVYYCAATKA 

YNGGETSGRGFYYWGQGTQVTVSS 

 


