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  r P value 

PDK4  0,4004 ** P=0.0053 

ATGL  0,7414 *** P< 0.001 

CD36  0,4096 ** P=0.0042 

LCAD  0,6043 *** P< 0.001 

HMGCS2  0,5646 *** P< 0.001 

   

TNFa  0.236 P=0.2 

MCP1 0.009 P=0.9 

IL6 0.053 P=0.8 
IFNg 0.068 P=0.7 

IL10 0.139 P=0.4 

 


