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chr2R	
   16426864	
   16426902	
   2334,47	
   test	
   1	
  
chr2R	
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   17592223	
   1096,54	
   test	
   2	
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   1042,04	
   random	
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   test	
   4	
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   2197420	
   2197451	
   870,83	
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   13280079	
   13280149	
   663,71	
   random	
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