Supplementary Figure 6 m
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101 TGTCGGGCCTCCAGAAAACATTGAGGTGACCCCAGGAGAAGGCTCCCTCATCATCAGGTTCTCCTCTCCCTTTGACATCGCTGATACCTCCACAGCCTTTT 201
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202 TTTGGTATTATGTCCMTTACTGGGAAAAAGGAGGAAMT CCABlCAGGREAAAG GCCCTTTCAGAAGCAACTCCATTTCATTGGATAACTTAAAACCCTTC 299
199 TTTGGTATTATGTCCBITTACTGGGAAAAAGGAGGAET CCABICAGGBAABAG GCCCTTTCAGAAGCAACTCCATTTCATTGGATAACTTAAAACCCTTC 299
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300 AGAGTGTACTGTTTACAAGTCCAGGCACAACTGCTTTGGAACAAAAGTAACATCTTTAGACTGGGGCATTTAAGCAACACATCTTGCTACGAAACHATGGC 400
300 AGAGTGTACTGTTTACAAGT CCAGGCACAACTGCTTTGGAACAAAAGTAACATCTTTAGACTGGGGCATTTAAGCAACACATCTTGCTACGAAACEIATGGC 400
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401 AGATGCCTCCACCGAGCTTCAGCAAGTCATCCTGATCTCIGTGGGAACATTTTCGTTGCTGTCGGTGCTGGCAGGGGCCTGTTTCTTCCTGGTCCTGAAAT 501
401 AGATGCCTCCACCGAGCTTCAGCAAGTCATCCTGATCTCIBGTGGGAACATTTTCGTTGCTGTCGGTGCTGGCAGGGGCCTGTTTCTTCCTGGTCCTGAAAT 501
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502 AIBAGAGGCCTGATTAAATACTGGTTTCACACTCCACCAAGCATTCCGTTACAGATAGAAGAGTATTTAAAGGACCCAACCCAACCIBATCTTAGAGGIEBCT TG 602
502 ABAGAGGCCTGATTAAATACTGGTTTCACACTCCACCAAGCATTCCGTTACAGATAGAAGAGTATTTAAAGGACCCAACCCABCCIBATCTTAGAGGINCT TG 602
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