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Figure 2

C

%
 o

f 
re

c
ru

ti
n

g
c

o
lo

n
y **

0

20

40

60

VE-cadherin p120-catenin Actin

*

Untreated
3µMPKCȘ

PS 6µM

3µMPKCȗ
PS 6µM

D
**

0

20

40

60

80

par3-myc par6-YFP

%
 o

f 
re

c
ru

ti
n

g
c

o
lo

n
y

*

Untreated
3µMPKCȘ

PS 6µM

3µMPKCȗ
PS 6µM

A

par6-YFP

**

%
 o

f 
re

c
ru

ti
n

g
c

o
lo

n
y

0

20

40

60

s
iR

N
A

C
tr

l

s
iR

N
A

C
tr

l

s
iR

N
A

C
d
c
4
2

s
iR

N
A

C
d
c
4
2

par3-myc

* *
B

*

%
 o

f 
re

c
ru

ti
n

g
c

o
lo

n
y

0

20

40

60

Ve-cadherin

Scramble siRNA
Cdc42 siRNA

Par6 siRNA

Par3 siRNAsiCONTROL

**

p120 Actin



Figure 3
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D

Number and surface of gap observed

per 4.105µm2 of hcmec/D3 monolayer
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