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—————————————————————————— MKRSSLSASEEDGV-------—---—--—-—-——-———-——-CANKLCKK--------ESAPTTLNKQQQQLFDYVTL-TKEFGPIFVSGSAGTGKSALLRALQSHWKN--KTIWVTTYTNLAARNVNGT
—————————————————————————— MKRQAVCNDKQE------—--—-——-—-—-——-—————-DTKRICR---------LNAPTKLNEQQQQIFDYVTQ-RDSFEPIFVSGSAGTGKSALLKSLRTHWIDRKKVVWVVSFTNLAARNIDGQ

TIHSMFKFDFNLNI--SNYRINAPEFLIIDEISMVPAKMLNGIDAQLKRSTG-EDAAFGGVNTIVFGDLYQLPPVENRF--RONFTLPPYHSHAWSDFRLFNLTINMRQSEELFIKALNLLRKGDASCQODFFNSKVIDQEPCLEEKINCT
TCHSLFGFDFDLNLVKT--YVGLPNYLIIDEISMIPEKMLDKIDSRLRONSGNRYTPFGGVNVIVFGDLYQLPPVTK---—-— TSDYLPPYKADVWQCFRLFELTENMRQSETDFINNLNLLRIGDNTCLSYFNNMVLKTPQSLEEKLLYT
TCHSLFGFDFKLNLIDKK-NIGIPDYIILDEISMIPDKMLDGIDSRMRQVTREPQKPFGGVNTIVFGDLYQLPPIED----KRDMTLPPYSADIWSVFKLYELKHNMRQTEAEYIKNLNLMRSGEISCLKFFNTLVTKFSIGIEDLLVHT
TCHSLFGFDFDLNLTDK--DVGVPNYIILDEISMIPDKMLDGIDSRMRONTRNPHTPFGGVNVIVFGDLYQLPPVDKNNYKKREKVLPPYEADVWTEFKIYELGENMRQTEQEYIHNLNLLRLGDFSCLPYFNTLVMDFAPEIEEKVAHT
TCHSAFGFDFNLNLK-SYICNPVPNYLIIDEISMIPDKMLNGIDEKLRYNTG-VDKPFGGVNVIVFGDLYQLPPINDE---KKNNFKPPFYSRVWNSLSLYELTENMRQTEAEFIANLNMLRVGDIRCKKFFD-KLVTKPPLISESVKCT

TCHSLFGFDFDLNLIDR--CISIPHYLILDEISMIPEKMLDGIDARLRTTTRKYDQPFGGVNIIAFGDMYQLPPIDT-~-—~—- N--EPIYMSDVWNTFRLYELTENMRQSEHEFITNLNLLRVGDLNCLPYFNTLVMKQKPKIEDKLRCT
TCHSLFGFDFDMNITDK--RVGLPDYIIIDEISMIPEKMLDGIDLRMRONSRNFELPFGGVNVVAFGDLYQLPPVNN----RINYTLPPYESDVWNLFKLYELTENMRHTEPEYIKNLNLLRVGDLRCLNYFDSLVSNRIPTVEEKVAFT
TCHSLFGFSFFGDHDAN-HTIKLPDCLIIDEISMLPKKMLEGIDQVLRNCRNATNDIFGGVNVIIFGDLYKTQPVVS—---- YNNTLPCYKSELWHQFDLYMLNONMROQTEEEFMTNLNLLRRGDAKCMNYFNSLEICTNVDDKKQLDYT

TIHKQFGFDFKCNLNANNKTVGAPNYFILDEVSMVPAKMLONIHTFFQONTR-MDMPFGGVNTIIFGDLYQLPPISN----QQCYQLPPYCADIWKSLRLYHLTINMRQSESDFIDALNLLRVGEKKCLEFFNQKVMDHNITIEDQFECT
TLHKLFGFDLKMELR-SNFCFNAPDYLIIDEISMVPDKMLAGIDERLQQAGL-NGIPFGGVNVVVFGDLFQLPPISN----DKDAAKPPYYASVWSSFKLYELTINMRQSEQEFIDALNKLRVGDLTCQKFFNKQVLKKPPSIAEKLQCT
TIHKQFGFDFKCNLNNGNRHAGAPNYFILDEVSMVPSKMLONIHTFFQONTR-LDLPFGGVNTIIFGDLYQLPPISN----QQCHQLPPYCADIWKSLSLYHLTMNMRQSESDFIEALNLLRVGDKKCLEFFDQKVMDHNVTIEDQFECT
TLHKQFKFNFKGEMN-TNACVGVPNYFIIDEISMVSSKMLQQIHECLONNTQ-VDLPFGGVNTIVFGDLYQLPPIST----AKDKSLPPYHADVWKEFKLFELTENMRONEKDFIDALNMLRIGDSRCQKFFDDKVLQKSPSVEEKLNTT
TIHKQFGFDFKCNLNANNKNVGTPNYFILDEVSMVPAKMLONIHTYFQONTR-MDLPFGGVNTIIFGDLYQLPPISN----QQCYQLPPYCADIWKSLRLYHLTINMRQSESDFIDALNLLRVGDKKCLEFFNQKVMNHSITVQDQFECT

SLVSTHLEANHLNNICYEYVKSKSKDKK-EYQVKLIKTLEKRHTT--SMPYNKSQEEMIFKDNIKYCVGTRVMITLNVRDFVGENSFCNGDIGTIVQVS-DECLTIKREWDGTERKLTMHGVLFETE--DKNVLKTVYGLPITYGWAVTI

SLVSTHSEANALNNQCYNYNKSNE----- EFLCDISTHTTKWRRN--MLCFNVDQENLIFPQONLKVRKGTRVMITHTNDS-----— FCNGDLGIVESFKEHE-IYIRREHDDAIGVLRKRTLYFNTS--TKGMVKQVIGFPITYGWAVTI
SLVSTHREADDINMQCYIYNSEEKE----EIILKSTSSLVSWNFY--LNVFNTEQEKLIFRDSLKVCKGTRVMITHTTGD------ FCNGDLGIIDNITDKG-VMITREHDNKNLFLSPICLNFYSN--IKNTVKQVTGLPLTYGWAITI
SLVSTHDEANTINNECYNFVVNEA----- ETTLKCTTKLVPWSYK--VNVFNAQQERLIFKQELQVCPGTRVMVTHTTQH---—-— FCNGDTGIIEYITDMG-VYIRREHDNSLOILGPITLHFSS---SRGYIKAVTGIPLNYGWAVTI
TLVPLNYKADIVNINCYKYIRGLNK-KAEEYTVKIEQHILRKTFENSRILFTKKQEEMIFQPGMKFCVGTRIMATONING----—-~— FCNGDVGIVTEVDPEVGPLIKREHDGRSMWLTKATVMFSTD--DKQYVKMITGLPMRYGWGGTV
SLVSTHREADEINDQCYEAIADKES----ETVMESTHEMVPWSYK--ATVFNKDQEKVVFKDKLKVCIGTRVMITHSTQG-----— FCNGDMGTIKYISETAGLGIEREHDSVLSYLLPIKLNFNAN--TSGKMKQVTGLPITYGWAITI
SLVSTHKEADNINLQCYSYIADREQ----EIVHTCETKLLPWSHK--ITVYNADQERLIFKPNIKICPNTRIMVTHTTQH----—-— FCNGDMGVIEYITELG-LYIRREHDNSLOLLTPIQLYFNTK--SKGVVKLVNGLPISYGWAITV
TLVSTNQEANNINYKCYNLFYRYP----- EMVYRLHSKQVHRDTC--DIIYNECQKMSIFRHYIKLKADTRVVVTFTTQON---—--— FVCGDIGTVVAVNPNS-VVIRKDIDDKLYTLYNITLHFYPPGNVHRYIDAIIGLPINYAWAITM

SLVPTHREADYINSKCYAHIKTISEEPVVEYILQLSVRRESRRLHS-MMVYGSGQEELIFRDKLKYCVGTRVMITHNLKGL----AFCNGDIGTVIAID-ERGVIVKRECDGLMEKINMVEIAFETD--KYTIVKVVTGIPICYAWAVTI
SLVSTHKEADFNNNLCYNHIK---KNKD-EKTIELKEQYAQRFKH--DIVYNANQEKIIFKDGMKYCVGTRVMITQTVP----TTTLCNGDIGEIVSID-DEKLTFQRECDGQKFDVCOMTINFETS--NYHTMKCVTGLTICQAWAVTI
SLVPTHREADYINSKCYGHIKTISEEPVVEYILNLSVRREPRRMH--LMVYGSGQEELIFRDKLKYCVGTRVMITHNLKGL--~--SFCNGNIGTVMDID-ELGVLVKRECDGIQERINMVEIAFETE--KYNTVKVVTGLPMCYAWAVTI
SLVSTHNEANAINEQCYKRICIDKE----EHTVELSVEKTNRGRD--MIVFNQNQIDMIFKDKMKYCVGTRIMVTHNVAG----- VFCNGDVGEIVGIE-ERGVLIKREYDDRVLVLSMIELAFDDD--NWRTVTLITGLPMCYAWAITI
SLVPTHREADYINSKCYAHIKSISEEPVVEYILQLSVRRESRRLHS-MMVYASGQEELIFRDKLKYCVGTRVMITHNLKGL----AFCNGDIGTVIAID-ERGVLVERECDGLMEKINMVEIAFETD--KYTIVKVVTGLPICYAWAVTI

HKAQGMTLRNLIVYPAKTFVAGQAYVALSRATHCDGLILVDPIPANSIKNMREVDKVYEEQIKFQFTEEEPEEETVLYKESIFN
HKAQGMTLKNLTVHPLRVFVPGQTYVALSRVTHSKGLKLAAPIPDSAFYDMSFVTLVYKSMPKIE----—-—-——-——-—-—————-——

HKAQGMTIKNLIVFPKCLFAPGQAYVALSRCIHSNGLKLADPVPVRSVQKMNNITNVYKNMELFI-——-========——==——— Multiple alignment of Betabaculovirus Helicase 2.
HKAQGMTIKNLIVYPKCLFAPGQAYVALSRCTHSKGLKLSCRIPDEGVKDMSFITEVYNSMEKWC-————============== . . . .
HKNQGMTVINLIVNPDKVFVNGQAYVALSRVTHCSGLKLISPIPERHI SVMNDVTKIYESMNKLVVE--——=-=========-— Multiple alignment were carried out with ClustalX v.1.64
HKAQGMTVKNLIVYPLRVFAPGQAYVALSRSTHSMGLRLVDRLPTNAVCSMFEVTEMYKKMRKFE - - === == === =—=——————— using defau|t parameters_ C0|umns shaded in ||ght blue
HKAQGMTVKNLTVYPACLFAPGQAYVALSRSTHSDGLNLVSAIPEKAI SNMNFITKVYGAMEKFNV -~ ———===—=———————— . - L
HKSQGLRIKKLIVKTDNVFAPGQLYSATSKAQNSSNLKLVNKITEKVIYNMDHTIERVYNNMKNLI L~ - == === === === == correspond to identities and columns shaded in light
HKAQGMTVKNLIVHPVNIFAKGQTYVALSRVTHCEGLRLVNKIPVECVMKMSDVDKVYATQDLLDTYND-FEEEFEYDI----— orange correspond to conservative changes.

HKAQGMTLKNLIVYPERTFVEGQAYVALSRVTHCDGLKLVNKIPDSSIIEMRETVQVYKNLERLSLE-----—=-—=—-——=————~—
HKAQGMTVKNLIVHPLNIFAKGQAYVALSRVTHCEGLRLVNKIPAECIMKMSDVDKVYTTQDLLTIDNDGFEEEFQFEFDI-—-—
HKAQGMTVKSVIVHPECVFAKGQAYVALSRVTHFEGLKLVSPLPKKCIKKMKDVDKIYTSQPRLIL---—-——-——-——————-—-—
HKAQGMTVKNLIVHPVNIFAKGQTYVALSRVTHCEGLRLVNKIPEECVMKMSDVDKVYATQDLLDTYND-FEEEFEYDI----~—



