Biological processes between S. cerevisiae and Human

GO Term P-value| Sample frequency | Background frequency Genes
G0:0007120 axial cellular bud site selection 8.58E-008| 71245 (2.9%) 21/6346 (0.3%)  |ELM1 CDC3 CDC10 SHS1CDC11 CDC12 PEF1
G0:0007105 cytokinesis, site selection 1,04E-005|  12/245 (4.9%) 6916346 (1.1%) | END3 ELM1 CDC3 CDC10 BUD20 SHS1 RVS161 SEC15 CDC11 CDC12 TWF1 PEF1

G0:0000282 cellular bud site selection 1,04E-005| 121245 (4.9%) 69/6346 (1.1%) |END3 ELM1 CDC3 CDC10 BUD20 SHS1 RVS161 SEC15 CDC11 CDC12 TWF1 PEF1

G0:0030010 establishment of cell polarity. 3,60E-005| 141245 (5.7%) 103/6346 (1.6%) | END3 ELM1 CDC3 CDC10 BUD20 SHS1RVS161 SRO7 SEC15 CDC11 CDC12 TWF1 RGA1 PEF1

G0:0019954 asexual reproduction 4,52E-005| 131245 (5.3%) 92/6346 (14%)  |END3 ELM1CDC3 CDC10 SHS1 RVS161 SEC15 CDC11 CDC12 TWF1 RGAT LRG1 PEF1

(G0:0007163 establishment or maintenance of cell polarity 4,68E-005|  15/245 (6.1%) 119/6346 (1.9%) | PXL1 END3 ELM1 CDC3 CDC10 BUD20 SHS1 RVS161 SRO7 SEC15 CDC11 CDC12 TWF1 RGA1 PEF1

(G0:0009653 anatomical structure morphogenesis 5,90E-005| 181245 (7.3%) 165/6346 (2.6%) | SPR3 PXL1END3 ELM1 CDC3 CDC10 BUD20 SHS1 RVS161 SRO7 SEC15 CDC11 CDC12 TWF1 SPR28 RGA1 LRG1 PEF1
G0:0000902 cell morphogenesis 5,90E-005| 181245 (7.3%) 165/6346 (2.6%) | SPR3 PXL1END3 ELM1 CDC3 CDC10 BUD20 SHS1 RVS161 SRO7 SEC15 CDC11 CDC12 TWF1 SPR28 RGA1 LRG1 PEF1
(G0:0032989 cellular structure morphogenesis. 5,90E-005| 181245 (7.3%) 165/6346 (2.6%) | SPR3 PXL1END3 ELM1 CDC3 CDC10 BUD20 SHS1 RVS161 SRO7 SEC15 CDC11 CDC12 TWF1 SPR28 RGA1 LRG1 PEF1

G0:0048856 anatomical structure development 5,90E-005| 181245 (7.3%) 165/6346 (2.6%) | SPR3 PXL1 END3 ELM1 CDC3 CDC10 BUD20 SHS1 RVS161 SRO7 SEC15 CDC11 CDC12 TWF1 SPR28 RGA1 LRG1 PEF1

G0:0007114 cell budding [ 1.135-004] 121245 (4.9%) 87/6346 (1.4%)  |END3 ELM1 CDC3 CDC10 SHS1 RVS161 SEC15 CDC11 CDC12 TWF1 RGAT PEF1
G0:0032506 cytokinetic process 1,75E-004 121245 (4.9%) 91/6346 (1.4%) |END3 ELM1 CDC3 CDC10 BUD20 SHS1 RVS161 SEC15 CDC11 CDC12 TWF1 PEF1

G0:0007121 bipolar cellular bud site selection 8E-004 71245 (2.9%) 34/6346 (0.5%)  |END3 CDC10 RVS161 SEC15 CDC12 TWF1 PEF1
G0:0000910 cytokinesis 9E-004| 131245 (5.3%) 110/6346 (1.7%) | END3 ELM1 CDC3 CDC10 BUD20 SHS11QG1 RVS161 SEC15 CDC11 CDC12 TWF1 PEF1

G0:0048869 cellular developmental process 231245 (9.4%) 303/6346 (4.8%) | SPR3 PXL1 END3 EMI5 RSC1 ELM1 CDC3 CDC10 FKH1 BUD20 SHS1 SPT3 RVS161 SRO7 SEC15 CDC11 CDC12 PRB1 TWF1 SPR28 RGA1 LRG1 PEF1

G0:0000747 conjugation with cellular fusion 2,68E-003| 121245 (4.9%) 123/6346 (1.9%) | SPR3 CDC3 SCP160 CSN12 CDC10 SHS1 SPT3 FAR11 CDC11 CDC12 BAR1 RGA1
G0:0000746 conjugation 7E-003 121245 (4.9%) 125/6346 (20%) | SPR3 CDC3 SCP160 CSN12 CDC10 SHS1 SPT3 FAR11 CDC11 CDC12 BAR1 RGA1
G0:0019953 sexual reproduction 7E-003| 12245 (4.9%) 125/6346 (2.0%) | SPR3 CDC3 SCP160 CSN12 CDC10 SHS1 SPT3 FAR11 CDC11 CDC12 BAR1 RGA1

G0:0032502 developmental process 261245 (10.6%) 399/6346 (6.3%) | SPR3 PXL1 END3 PDE2 EMI5 RSC1 ELM1 CDC3 CDC10 FKH1 BUD20 SHS1 SPT3 RVS161 SRO7 SCP1 NUC1 SEC15 CDC11 CDC12 PRB1 TWF1 SPR28 RGAT LRG1 PEF1

G0:0030036 actin cytoskeleton organization 10245 (4.1%) 106/6346 (1.7%) | END3 ENT4 1QG1 BZZ1 SCP1 VPS1 PIN3 TWF1 TSC11 RGAT

G0:0032505 reproduction of a single-celled organism 7,96E-003| 161245 (6.5%) 213/6346 (3.4%) | SPR3 END3 EMI5 ELM1 CDC3 CDC10 FKH1 SHS1 SPT3 RVS161 SEC15 CDC11 CDC12 TWF1 RGA1 PEF1
G0:0051704 multi-organism process 8,06E-003|  12/245 (4.9%) 141/6346 (2.2%) | SPR3 CDC3 SCP160 CSN12 CDC10 SHS1 SPT3 FAR11 CDC11 CDC12 BAR1 RGA1




