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R1/1-109      sEVNLDRYQTALEEVLSWLLSAEDTLQA------QGEISNDVEVVKDQFHTHEGYMMDLTAHQGRVGNILQLGSKLIGTGK--LSEDEETEVQEQMNLLNSRWECLRVASMEKQSNLH----(10, 11, 12) 
R2/1-111       RVLMDLQNQKLKELNDWLTKTEERTRK----MEEEPLGPDLEDLKRQVQQHKVLQEDLEQEQVRVNSLTHMVVVVDESSG----DHATAALEEQLKVLGDRWANICRWTEDRWVLLQDI— (12, 13, 14) 
R3/1-111       LLKWQRLTEEQCLFSAWLSEKEDAVNK-----IHTTGFKDQNEMLSSLQKLAVLKADLEKKKQSMGKLYSLKQDLLSTLK---NKSVTQKTEAWLDNFARCWDNLVQKLEKSTAQISQA— (14, 15, 16, 17) 

<HINGE 2>                (17) 
R4/1-111       SEIRKRLDVDITELHSWITRSEAVLQS-----PEFAIFRKEGNFSDLKEKVNAIEREKAEKFRKLQDASRSAQALVEQMV--NEGVNADSIKQASEQLNSRWIEFCQLLSERLNWLEY--- (17, 18, 19, 20) 
R5/1-109       QNNIIAFYNQLQQLEQMTTTAENWLKI------QPTTPSEPTAIKSQLKICKDEVNRLSGLQPQIERLKIQSIALKEKGQ------GPMFLDADFVAFTNHFKQVFSDVQAREKELQTIFD (20, 21, 22) 
R6/1-109       TLPPMRYQETMSAIRTWVQQSETKLSI------PQLSVTDYEIMEQRLGELQALQSSLQEQQSGLYYLSTTVKEMSKKAP----SEISRKYQSEFEEIEGRWKKLSSQLVEHCQKLEEQ—  (22, 23) 
R7/1-109       MNKLRKIQNHIQTLKKWMAEVDVFLKE------EWPALGDSEILKKQLKQCRLLVSDIQTIQPSLNSVNEGGQKIKNEAE----PEFASRLETELKELNTQWDHMCQQVYARKEALKGG—  (23, 24, 25, 26) 
R8/1-109       LEKTVSLQKDLSEMHEWMTQAEEEYLE------RDFEYKTPDELQKAVEEMKRAKEEAQQKEAKVKLLTESVNSVIAQAP----PVAQEALKKELETLTTNYQWLCTRLNGKCKTLEEV—  (26, 27, 28) 
R9/1-104       WACWHELLSYLEKANKWLNEVEFKLKT---------TENIPGGAEEISEVLDSLENLMRHSEDNPNQIRILAQTLTDGGV------MDELINEELETFNSRWRELHEEAVRRQKLLEQS—  (28, 29, 30) 
R10/1-92       IQSAQETEKSLHLIQESLTFIDKQLAA---------YIADKVDAAQMPQEAQKIQSDLTSHEISLEEMKKHNQGKE-----------------AAQRVLSQIDVAQKKLQDVSMKFRL--- (30, 31, 32) 
R11/1-109      FQKPANFEQRLQESKMILDEVKMHLPA------LETKSVEQEVVQSQLNHCVNLYKSLSEVKSEVEMVIKTGRQIVQKKQ----TENPKELDERVTALKLHYNELGAKVTERKQQLEKC—  (32, 33, 34) 
R12/1-108      LKLSRKMRKEMNVLTEWLAATDMELTK------RSAVEGMPSNLDSEVAWGKATQKEIEKQKVHLKSITEVGEALKTVLG-----KKETLVEDKLSLLNSNWIAVTSRAEEWLNLLLEY—  (34, 35, 36) 
R13/1-104      QKHMETFDQNVDHITKWIIQADTLLDE-----------SEKKKPQQKEDVLKRLKAELNDIRPKVDSTRDQAANLMANRG----DHCRKLVEPQISELNHRFAAISHRIKTGKASIPLK—  (36, 37, 38) 
R14/1-94       --ELEQFNSDIQK---LLEPLEAEIQQ-------GVNLKEEDFNKDMNEDNEGTVKELLQRGDNLQQRITDERKREE-------------IKIKQQLLQTKHNALKDLRSQRRKKALEI—  (38, 39, 40) 
R15/1-98       SHQWYQYKRQADDLLKCLDDIEKKLAS--------------LPEPRDERKIKEIDRELQKKKEELNAVRRQAEGLSEDG--------AAMAVEPTQIQLSKRWREIESKFAQFRRLNFAQ-<18> (40, 41, 42) 
R16/1-109    EISYVPSTYLTEITHVSQALLEVEQLLNA------PDLCAKDFEDLFKQEESLKNIKDSLQQSSGRIDIIHSKKTAALQSAT----PVERVKLQEALSQLDFQWEKVNKMYKDRQGRFDRS—  (42, 43, 44) 
R17/1-107      VEKWRRFHYDIKIFNQWLTEAEQFLRK--------TQIPENWEHAKYKWYLKELQDGIGQRQTVVRTLNATGEEIIQQSS----KTDASILQEKLGSLNLRWQEVCKQLSDRKKRLEEQ—  (44, 45, 46) 
R18/1-110      KNILSEFQRDLNEFVLWLEEADNIASI-------PLEPGKEQQLKEKLEQVKLLVEELPLRQGILKQLNETGGPVLVSAP--ISPEEQDKLENKLKQTNLQWIKVSRALPEKQGEIEAQ—<7>(46, 47, 48) 
R19/1-94     QLEKKLEDLEEQLNHLLLWLSPIRNQLEI------------YNQPNQEGPFDVQETEIAVQAKQPDVEEILSKGQHLYKEKP------ATQPVKRKLEDLSSEWKAVNRLLQELRAKQPDL-  (48, 49, 50) 
  <HINGE 3>                      (50, 51) 
R20/1-110      VPALADFNRAWTELTDWLSLLDQVIKS------QRVMVGDLEDINEMIIKQKATMQDLEQRRPQLEELITAAQNLKNKTS---NQEARTIITDRIERIQNQWDEVQEHLQNRRQQLNEM—   (51, 52, 53) 
R21/1-109      LKDSTQWLEAKEEAEQVLGQARAKLES------WKEGPYTVDAIQKKITETKQLAKDLRQWQTNVDVANDLALKLLRDYS----ADDTRKVHMITENINASWRSIHKRVSEREAALEET—   (53, 54, 55) 
R22/1-112      HRLLQQFPLDLEKFLAWLTEAETTANVLQDATRKERLLEDSKGVKELMKQWQDLQGEIEAHTDVYHNLDENSQKILRSLE---GSDDAVLLQRRLDNMNFKWSELRKKSLNIRSHLEAS—   (55, 56, 57) 
R23/1-109      SDQWKRLHLSLQELLVWLQLKDDELSR------QAPIGGDFPAVQKQNDVHRAFKRELKTKEPVIMSTLETVRIFLTEQP<20>QNVTRLLRKQAEEVNTEWEKLNLHSADWQRKIDET--- (57, 58, 59) 
R24/1-108      LERLQELQEATDELDLKLRQAEVIKGS-----WQPVGDLLIDSLQDHLEKVKALRGEIAPLKENVSHVNDLARQLTTLGI-----QLSPYNLSTLEDLNTRWKLLQVAVEDRVRQLHE---- (59, 60, 61) 
 
 


