Figure S2: Distribution of parameters capturing structural change with respect to
‘interface area’ and ‘length of protein’
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This figure shows the variation of A) Calpha-RMSD B) %PB changes and C) PB substitution score as a function of i)
Interface area and ii) Length of protein. The trend-line is also indicated in the scatter plot. For the sake of clarity, a few

outlier points are not shown.




