Table S26. Domain characterization of TLR6.
The conserved segment of each LRR is underlined. The amino acids identified as under positive selection are in bold. 
	TLR6 – Homo sapiens

	Domain
	Start
	Stop
	Sequence

	Signal
	1
	23
	MTKDKEPIVKSFHFVCLMIIIVG

	LRR-NT
	24
	53
	TRIQFSDGNEFAVDKSKRGLIHVPKDLPLK

	LRR1
	54
	77
	TKVLDMSQNYIAELQVSDMSFLSE

	LRR2
	78
	101
	LTVLRLSHNRIQLLDLSVFKFNQD

	LRR3
	102
	122
	LEYLDLSHNQLQKISCHPIVS

	LRR4
	123
	147
	FRHLDLSFNDFKALPICKEFGNLSQ

	LRR5
	148
	172
	LNFLGLSAMKLQKLDLLPIAHLHLS

	LRR6
	173
	197
	YILLDLRNYYIKENETESLQILNAK

	LRR7
	198
	219
	TLHLVFHPTSLFAIQVNISVNT

	LRR8
	220
	248
	LGCLQLTNIKLNDDNCQVFIKFLSELTRG

	LRR9
	249
	277
	PTLLNFTLNHIETTWKCLVRVFQFLWPKP

	LRR10
	278
	303
	VEYLNIYNLTIIESIREEDFTYSKTT

	LRR11
	304
	332
	LKALTIEHITNQVFLFSQTALYTVFSEMN

	LRR12
	333
	354
	IMMLTISDTPFIHMLCPHAPST

	LRR13
	355
	378
	FKFLNFTQNVFTDSIFEKCSTLVK

	LRR14
	379
	404
	LETLILQKNGLKDLFKVGLMTKDMPS

	LRR15
	405
	429
	LEILDVSWNSLESGRHKENCTWVES

	LRR16
	430
	451
	IVVLNLSSNMLTDSVFRCLPPR

	LRR17
	452
	474
	IKVLDLHSNKIKSVPKQVVKLEA

	LRR18
	475
	496
	LQELNVAFNSLTDLPGCGSFSS

	LRR19
	497
	520
	LSVLIIDHNSVSHPSADFFQSCQK

	LRR20
	521
	544
	MRSIKAGDNPFQCTCELREFVKNI

	LRR-CT
	529
	585
	NPFQCTCELREFVKNIDQVSSEVLEGWPDSYKCDY
PESYRGSPLKDFHMSELSCNIT

	Transmembrane
	586
	608
	LLIVTIGATMLVLAVTVTSLCIY

	TIR
	609
	796
	LDLPWYLRMVCQWTQTRRRARNIPLEELQRNLQFH
AFISYSEHDSAWVKSELVPYLEKEDIQICLHERNF
VPGKSIVENIINCIEKSYKSIFVLSPNFVQSEWCH
YELYFAHHNLFHEGSNNLILILLEPIPQNSIPNKY
HKLKALMTQRTYLQWPKEKSKRGLFWANIRAAFNM
KLTLVTENNDVKS


