
-20 -10 0 10 20 30 40 50

m iR-145

Fli1

Fo ld  e nr ichm e nt, BJ-hTERT ce lls /HUV EC

Figure legend: qPCR quantification of endogenous Fli1 mRNA and miR-145 in 
BJ-TERT cells and HUVEC. Values are presented as mean fold enrichment in 
BJ-hTERT cells compared to HUVEC. Expression levels were normalized against 
18s RNA. Errorbars represent S.E.M. (n=2)
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Figure legend: qPCR quantification of miR-145 levels in BJ-hTERT cells after 
transfection with miR-145 mimic and inhibitor, respectively. Values are presented 
as mean relative expression (log scale). Errorbars represent S.E.M. (n=3)


