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Figure 1, Guedij et al. i
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cell motility
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Y Regulation of actin cytoskeleton
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p53 signaling pathway

Base excision repair
Replication and DNA replication
repair Mismatch repair
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Androgen and estrogen metabolism

Lipid metabolism
P Fatty acid metabolism

GnRH signaling pathway
Endocrine system Insulin signaling pathway

Renin-angiotensin system

androgen receptor signaling
Calcium signaling pathway

ErbB signaling pathway

estrogen receptor signaling

MTOR signaling pathway
Phosphatidylinositol signaling
PTEN cell cycle arrest and apoptosis
TGF-beta signaling

Wnt signaling pathway

Signal
transduction
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Antigen processing and presentation

B cell receptor signaling

Hematopoietic cell lineage

Natural killer cell mediated cytotoxicity
T cell receptor signaling

Toll-like receptor signaling

Immune system
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