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Sh= 89.937 ± 2.541 kb

K= 7885303 ± 90260

D= 278.83 ± 7.65

S= 2.576 ± 0.123

P= 149.20 ± 13.67

Silent loci 

Sh= 97.758 ± 2.181 kb

K= 1136 456 ± 109400

D= 303.92 ± 6.55

S= 2.849 ± 0.101

P= 177.38 ± 12.05

Expressed loci 

Additional data 5. Random collisions at silent vs expressed loci.

Data points represent collision frequencies determined at silent 

(Dlk1/Emb/Lnp; black circles) or expressed (Usp22/Mtx2; red circles) 

loci.Best fit of the statistical helix model (Eq.1 & 5) were performed for 

each dataset (black curve= silent loci; red curve=expressed loci). The 

value of best fit parameters for each data sets are indicated in the 

graph. Both the diameter (D) and the step (P) of the helix are larger in 

the expressed loci compared to the silent ones. 


