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Figure S1 : Sequence conservation of the amino-acids mutated. Shown are partial protein
sequence alignments of allb (panel A) and B3 (panel B) regions from human (gi 190068/allb
and 47078292/33), marsupial (gi 126308484 and 126308601), amphibian (gi 209969730 and
148234631), fish (gi 1008138 and 130504431), Amphioxus (gi 210105285 and 219437062),

insect (gi 195457234 and 304789) and tunicate (gi 12583701 and 198420437). Amino acids

of interest are boxed and high, low and neutral consensus residues are respectively red, blue
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and black. Except for K253 of the 3 subunit, all concerned (boxed) aminoacids were highly
conserved. Sequences were identified by using Psi-blast (with the non-redundant protein

sequence data base) from the NCBI web site (www.ncbi.nlm.nih.gov) and multiple

alignments were generated with Multalin (http://bioinfo.genotoul.fr/multalin/multalin.html).
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