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Figure 2 Heyraud
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Figure 3 Heyraud
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Figure 5 Heyraud
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Figure 6 Heyraud
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Figure 7 Heyraud
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Figure 8 Heyraud

A2

VE-cad

p120

Moesin

Actin

51 2 43

SHP2

PECAM-1

p11

37
50

75
100
150

100
150

75

75
100
150

50

75

100
150

10



Figure 9 Heyraud
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Figure 10
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