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Figure 2

c
S 1207 B
0 — ]
g £100 control  PTP-BL PTP-BL
X X 807 -siRNA- -siRNA1 -siRNA2
i T -
< 5 60 -
Z S ok Cell
T § 407 | '
sate d-
] g 20- y e q
B
a 0- 0 -
= control PTP-BL PTP-BL % PTP-BL 100 36 52
a -siRNA -siRNA1 -siRNA2
PTP-BL-siRNA1 PTP-BL-siRNA2
11 TR = 2 = ]
g ey
= Vo o O
i 2 £ T
_5 10 4 Control-siRNA E 5 120
a APTP-BL-siRNA1 @~ i
O o g [aPTP-BL-SiRNA2 o < 100
$S S 80- *%
C > 61 © 9 *%
Z = Z =
[n'd 5 4 4 o € 40-
£ T €8 20—
D?.v 2 - >~ \D
& 0 T T T a control PTP-BLPTP-BL
d  d3 dé6 a -SIRNA-SiRNA1-siRNA2
mcontrol-siRNA G c 120
S 100 aPTP-BL-siRNAL e 100]
B = | APTP-BL-siRNA2 b8z
o g 80 7 5% 80
22 60 o
> - = —
<& g ¥ ok
=z E 40 - @ Q 40 -
a4 = - c Lo’ _ *%
o J o
o < -
© 0 - control PTP-BL PTP-BL
do d3 dé -SiIRNA -siRNA1-siRNA2
= C/EBPa control-siRNA I mm control-siRNA
O~ C/EBPa, PTP-BL-SiRNA1 == PTP-BL-SIRNAL
100 ;—+-C/EBPB control-siRNA —
. ~-C/EBPB PTP-BL-siRNAL cg ™
*é' _8 § 100
S (% = B
5 55 ©
s 1 O E 4
2 < 8
s zg ®
o0+ xS o
0 20 40 60 80 100 120 140 C/EBPo.  C/EBPB C/EBPS

Time (hours)

PTP-BL

a-tubulin

c-myc

dé
3h



Figure 3

=) C
Am 3 8] m control-siRNA B = 120 1
D DO PTP-BL-SiRNA ® 2 100 A
oS 6- SE 80
=Y - (S
ﬁ w44 <ZE S 60 -
o = 5
o o - nd g 40 4
% g 2 E o 20 4
—_ O _ @ e\/
D g Li_L - d o
) 0- do d1 42 e control PTP-BL
~ -siRNA -siRNA
C
C D k= 60 7 & control-siRNA
control-siRNA _ PTP-BL-SiRNA $ = 507 - PTP-BL-SiRNA
ol 1Y T s S > .
Q O . é > 40
iy 9‘:’)- o < 8 307
o 9 £5 201
-0 &5 ES
= < 104
S 0
E F 5 120,
5 —~ 120 17 100-
23 82
» 2 1004 0 <
O S 80 -
3 80+ x 5T
Y3 <3
< 5 60+ Z S 404
£ 5 404 x5
€S S 2]
~ S 204 @ > 0
Dcﬁ 0- & control PTP-BL
control PTP-BL 2y -siRNA -siRNA
-siRNA -siRNA
G H s 1401
@ = 1204
control siRNA PTP-BL-siRNA 5 X 1004
% B ¥ 7] XL
' 3 Al w30 ] Z S 60+
f‘aﬂ::?,i o i Jﬂéﬂi-:n oy o 40
e b e e g e ©
; g I o< 204
o
© 0

control PTP-BL
-SiRNA -siRNA



Figure 4
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