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Supplemental Fig.1: Boxplots in log scale for probe level data for each sample, represent-
ed by different colors, of wild type (WT) and Pcdh12-/- genotypes. Data show no significant
difference between the samples, indicating similar signal intensities for each chip.
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Supplemental Fig. 2: Densities of log signal intensities of the different wild type and
Pcdh127- samples. Data obtained for each chip is represented by a different color.
Samples exhibit same profiles.
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Supplemental Fig. 3: Assessment of RNA degradation by “RNA digestion plots”
method available in the Bioconductor affy package. The RNA digestion plot repre-
sents the average intensity of 11 probes for each chip from 5' to 3'. Each line rep-
resents one chip. The mean intensity by probe set position is plotted on the Y axis.
Data show similar slopes between all samples indicating normal 5' to 3' patterns.



Mutants

Wild-types Affymetrix ID

1422415_at
1416321_s_at
1435252_at
1416322_at
1450648_s_at
1426670_at
1419209_at
1421418_a_at
1438303_at
1448254 _at
1421596_s_at
1452431_s_at
1425519_a_at
1448818_at
1426238_at
1426724 _at
1419833_s_at
1436759_x_at
1435290_x_at
1421385_a_at
1446972_at
1427009_at
1426955_at
1455570_x_at
| 11421997 _s_at
1452400_a_at
1448975_s_at
1433662_s_at
1423250_a_at
1454613_at
1434227 _at
1420414 _at
1454677_at
1433956_at
1422024 _at
1420498_a_at
1423414 _at
1418536_at
1422040_at
1421424 _a_at
1417266_at
1434959_at
1435477_s_at
1425978_at
1436845_at
1437132_x_at

1427638_at
1451716_at
1422316_at
1423996_a_at
1449833_at
1416298_at
| 1460302_at
1420437_at
1416003_at
1420653_at
1418240_at
1418762_at
1416238_at
1450199_a_at
1421365_at
1418918_at
1434009_at
1452296_at
1420394 _s_at
1436448_a_at
1423635_at
1435527_at
| |1421537_at
1416211_a_at
1450717 _at
1436791_at

Gene symbol

Ang2
Prelp
B3galté
Prelp
H2-Ab1
Agrin
Cxclt
Psg19
Tgfb2
Ptn
H28
H2-Aa
Cd74
Wnt5a
Bmp1
Cnn3
Centd3
Cnn3
H2-Aa
Myo7a
D15Wsu126e
Lamab
Col18a1
Cnn3
ltga3
Hoxal1os
Ren1
Timp2
Tgfb2
DpyslI3
Krtdap
Hoxal1
Timp2
Cdh5
Fli1
Dab2
Ptgs1
H2-Q7
Sema7a
Anpep
Cclé
Dhh
Fecgr2b
Myocd
Axin2
Nedd9
Gata6
Zbtb16
Mafb
Gp1iba
ll4ra
Sprr2f
Mmp9
Thbs1
Indo
Cldn11
Tgfb1
Gbp2
Cd55
Tietl
Stab1
Fst
Igfbp1
Grlf1
SIit3
Gp49a
Ptgs1
Bmp2
Nfic
Hoxd3
Ptn
Ang1
Wnt5a

Mutants

!.

WC

1418863_at
1450923_at
1454906_at

| | 1438705_at

1421105_at
1420512_at

1450148_at
1455626_at
1424673_at
1452231_x_at
1450118_a_at
1418925_at
1449975_a_at
1422098_at

_ | 1449308_at

| | 1451876_a_at

1422983_at

|| 1434530_at

1418606_at
1417314 _at
1452320_at
1451687_a_at
1419128_at
1449585_at
1449244 _at
1419592 _at
1417381_at
1433855_at
1427133_s_at
1427867_at
1455861_at
1451203_at
1423500_a_at
1450584 _at
1425587_a_at

_| 1435065_x_at

1418864_at
1426285_at
1423001_at
1424919_at
1456907_at
1455093_a_at
1418633_at

| | 1426045_at

1423428_at
1419407_at
1420393_at
1449537_at
1418724 _at
1426869_at
1448775_at

|| 1424302_at

1460318_at
1422671_s_at

{1418216_at

1450512_at
1416134_at
1418282_x_at
1460277_at
1448110_at

| 1420553_x_at

1456323_at

|| 1421277_at

1434776_at
1421597_a_at

Wild-types Affymetrix ID Gene symbol
|| 1421203 at

Chrna4
Gata4
Tgfb2
Rarb
Cbfa2t3h
Cck
Itgb7
Jag1
Dkk2
Sorl1
Mcoln3
Hoxa9
Clec2h
1fi203
Tnnt3
Celsr1
Park2
Acvrib
C6
Robo1
Hgf
Trp63
Itgh6
Odz4
Hoxd10
Cfb
Lrp2
Tcf2
Itgax
I1rap
Cdh2
Unc5c
Clga
Abat
Lrp2
Myh1
Epb4.115
Mb
Sox5
Hoxd11
Ptprj
Vav2
Gata4
Lama2
Spred2
Erbb2
Cxcl9
Ahsg
Notch1
Kng1
Ror2
Hc
Nos2
Msh5
Cfi

Boc
1fi203
Lilrb3
Csrp3
Naalad2
Ggtla1
Ntn4
Aplp1
Serpinalb
Dmbx1
Semada
Serpinala
Pofut1
Spnat
Semaba
Msx3

Supplemental Fig. 4: Heat map of differentially expressed genes related to devel-
opment and tissue morphogenesis
Gene selection selection was obtained from GSEA. Columns represent a single placen-
tal array, and each row represents a single probe set. The expression values of the 144
genes are well correlated with the mutant and wild type genotype. Each colored cell in
the heat map represents the gene expression value for a probe in a sample. The high-
est gene expression values are displayed in red, the lowest values in blue.



Mutants  Wild-types Affymetrix ID Gene symbol

1416740_at  Col5at
1435252_at  B3galt6
1423110_at  Col1a2
1438303_at  Tgfb2
1450857_a_at Col1a2
1421694_a_at Cspg2
1450625_at  Col5a2
1416164 _at Fbin5
1424131_at  Col6a3
1419833_s_at Centd3
1423669_at  Col1at
1416513_at  Lamb2
1450637_a_at Aebp1
1427009_at Lama5
ll 1426955_at  Col18at
| [1421997_s_at ltga3
1423250_a_at Tgfb2
1422514_at  Aebp1
| |1416741_at  Col5a1
1433956_at  Cdh5
1450663_at  Thbs2
1449478_at Mmp7
1423414 _at Ptgs1
1423407_a_at FbIn2
|| 1427256_at  Cspg2
1448383_at  Mmpi14
| |1422738_at  Ddr2
1437132_x_at Nedd9
1448303_at  Gpnmb
1422316_at  Gpilba
2 1416298_at  Mmp9
| [1460302_at  Thbs1
1416003_at  Cldn11
1420653_at  Tgfb1
1416238_at Tiet
1450199_a_at Stab1
1452296_at  Slit3
1436448_a_at Ptgs1
1450380_at Epdr2
1450923_at  Tgfb2
1425476_at Col4a5
1419473_a_at Cck
| |1418741_at  ltgb7
1441001_at Al225934
1422571_at  Thbs2
1421815_at Epdr2
1418925_at Celsr1
1427231_at Robo1
1422983_at Itgb6
| |1434530_at  Odz4
1419128_at Itgax
1449244_at  Cdh2
N 1419592 _at  Uncbc
| 1435065_x_at Vav2
1426285_at Lama2
1421420_at Ccr10
[ |1427378_at  Krt75
1418945_at  Mmp3
1426869_at Boc
1420484_a_at Vin
1416134_at  Aplp1
1434776_at Semaba

Supplemental Fig. 5: Heat map of differentially expressed genes
related to cell adhesion, migration and matrix proteins

Gene selection was obtained from GSEA. Columns represent a single
placental array, and each row represents a single probe set. The expres-
sion values of the 62 genes are well correlated with the mutant and wild
type genotype. Each colored cell in the heat map represents the gene
expression value for a probe in a sample. The highest gene expression
values are displayed in red, the lowest values in blue.



Mutants  Wild-types Affymetrix ID Gene symbol

1450648_s_at H2-Ab1
1419209 _at Cxcll
1421596_s_at H28
1452431_s_at H2-Aa
1425519_a_at Cd74
1435290_x_at H2-Aa
1436996_x_at Lzp-s
1418536_at H2-q7
1417266_at  Ccl6
1435477_s_at Fcgr2b
1423547 _at Lyzs

M 1423996_a_at ll4ra
_11460302_at  Thbst
1420437 _at Indo
1420653_at  Tgfb1
1418240_at  Gbp2
1418762_at Cd55
1450199_a_at Stabi
1420394_s_at Gp49a
1439426_x_at Lzp-s
1424673_at  Clec2h
fl 1452231_x_at [fi203
| [1449308_at C6
1422983_at ltgh6
1417314_at  Cfb
1419128_at Itgax
1449585_at Il1rap
1417381_at C1iqga
| B [1421420_at  Ccr10
1456907_at  Cxcl9
| | | |1426045_at  Kngt
1419407 _at Hc
1420393_at Nos2

| |1418724_at Cfi
1448775_at 1fi203
| |1424302_at Lilrb3
|1418216_at  Ggtla1
1418282_x_at Serpinalb
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Supplemental Fig. 6: Heat map of differentially expressed genes
related to immune response

Gene selection was obtained from GSEA. Columns represent a single
placental array, and each row represents a single probe set. The expres-
sion values of the 39 genes are well correlated with the mutant and wild
type genotype. Each colored cell in the heat map represents the gene
expression value for a probe in a sample. The highest gene expression
values are displayed in red, the lowest values in blue.



Mutants  Wild-types Affymetrix ID Gene symbol

1422415_at Ang2
1438303_at  Tgfb2
1426955_at  Col18at
1423250_a_at Tgfb2
1433956_at  Cdh5
1421424_a_at Anpep
1425978_at Myocd

|| 1460302_at  Thbs1
1416238_at  Tiel
1450717 _at Ang1
1450923_at  Tgfb2
1449244 _at  Cdh2

- | |

[ | B | 1425587_a_at Ptprj
B 1418633_at  Notch1

1456323_at Pofut1

1434776_at Sema5a

Supplemental Fig. 7: Heat map of differentially expressed genes
related to angiogenesis

Gene selection was obtained from GSEA. Columns represent a single
placental array, and each row represents a single probe set. The expres-
sion values of the 16 genes are well correlated with the mutant and wild
type genotype. Each colored cell in the heat map represents the gene
expression value for a probe in a sample. The highest gene expression
values are displayed in red, the lowest values in blue.



Wild-types  Mutants  Affymetrix ID Gene symbol

1415955_x_at Prm1
1450797_a_at Cbx1
1425740_at Cg185
1437420_at Bazlb
1426929_at  Brunol4

|| 1454305_at  Cbx3
1428014_at  Hist1h4h
1450189_at Xk

| 1422947_at  Hist1h4abfm

Supplemental Fig. 8: Heat map of differentially expressed genes
related to chromatin

Gene selection was obtained from GSEA. Columns represent a single
placental array, and each row represents a single probe set. The expres-
sion values of the 9 genes are well correlated with the mutant and wild
type genotype. Each colored cell in the heat map represents the gene
expression value for a probe in a sample. The highest gene expression
values are displayed in red, the lowest values in blue.
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