
 
 
 
 
_________________________________________________________________________________________________ 
Table 1. Heavy and light chain CDR3 lengths in pol µ/TdT-double deficient mice 
_________________________________________________________________________________________________ 

     CDR3 length in bp (number of sequences)            CDR3 size range in bp  
___________________________________________________________________________________ 
Ig gene    mice     Total                    In frame                  Out of frame          Total  
Rearrangement a                           sequences           sequences              sequences          sequences 
_________________________________________________________________________________________________ 
 
VHDJH4  TdT -/-   31.9 (95)  31.8 (64)  32.2 (31)   18-45 

TdT/pol µ -/-  32.6 (106)  32.7 (90)  31.9 (16)   14-48 
 
VH81XDJH4  TdT -/-   32.8 (45)  33.5 (18)  32.3 (27)   24-41 

TdT/pol µ -/-  32.0 (83)  32.6 (35)  31.6 (48)   18-43 
 
 
 
Vκ-Jκ1  TdT -/-   27.0 (50)  27.2 (16)  26.9 (34)   19-35 

TdT/pol µ -/-  19.8 (83)  21.1 (23)  19.3 (60)     3-31 
 
Vκ41-Jκ1  TdT -/-   27.3 (32)   27.0 (21)  26.9 ( 11)    24-32 

TdT/pol µ-/-  19.4 (61)  21.0 (28)  18.0 (33)              1 -30 
_________________________________________________________________________________________________ 
a) Rearrangements were studied in sorted bone marrow B220+/IgM- cells. CDR3 lengths of control mice are listed in Table 3. 
 


